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P62 A TDNA KT T 98 X 34Nt Fr B (matK . rbel trnH-psbA)RIIAMZIE B BR(1ITS) kAT
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£ 73 #7 (non-metric multidimensional scaling NMDS)3 B TESEAT i 571 X S A P Y DNA S FE R B SO, rhat ik
BAZIE IR B NZH e . si s LRI LA B, AR ER A A B TS + matkK /A v [ A A1 i 2h A IDNA SRS
ARSI A AT PR A T 51,9392 DNA K TR SERb B, AR eI A Y DNA KR e T
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Abstract: Halo-tolerant plants compose a huge group of plants with unique ecological and economical value.
Little is known about their DNA barcoding speciality. In this study, 562 samples of coastal halo-tolerant
plants (including 53 families, 97 genera and 116 species) were collected from 10 coastal provinces, ranging
from Liaoning to Hainan. Three chloroplast DNA markers (matK, rbcL and trnH-psbA) and one nuclear
DNA marker (ITS) were amplified and sequenced. Primer universality and sequence availability of each lo-
cus were examined and species resolution rates were tested. When considering sequence availability, matK
and trnH- pshA were among the best. But the primer universality of ITS was marginally worse than expected.
The al-to-all BLASTn searches indicated that the species resolution rate of ITS was the highest (73.36%),
followed by those of matK (64.03%), trnH-psbA (61.21%) and rbcl (46.41%). Phylogenetic trees (NJ trees)
indicated that the species resolution rate of matK was the highest (82.3%), but no reliable NJ tree based on
trnH-psbA could be acquired because of unequal sequence length. NMDS and PCoA results demonstrated
that both chloroplast DNA markers and nuclear DNA markers should be considered when conducting coastal
plant DNA barcoding studies. Based on the above results, we suggest that the combination of ITS + matK
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should be regarded as the barcode for halo-tolerant plants in Chinese coastal regions. In total, the 1939 newly
acquired sequences in this study lay the foundation for a DNA barcode database of costal halo-tolerant plants.
Key words: DNA barcoding; coastal region; halo-tolerant plants; species resolution rate; ITS; matk

TS FAE ) LA ER AR A R PT R A7 8, 1999

PRMG, 2006)F1— L8 RELE £h 5T AR 58 1E 5 A K AR SR AR
T, GnAE s 5 e s B B s AR B i B 5
(Imperata cylindrica). % (Phragmites australis)
AT (Cerbera manghas) &5 (£ 3CUH, 2013). #5454t 1t
TR g 2ty I ERAE ) 276 LT (R % 125, 1999).
AT £5 HE 490 A 32 A2 T 18 1) 3 e 5 3 U AR S R
G, RAeIRPAHRAESIRS DRt EE AES RS
o BN E I 72 I RVE FRIG IR RE ST R
FRAKARIIVIEL . A0S A IR BT SR 1 Rz R 5 1
(Short et a, 2007; Gedan et a, 2011; Sandilyan &
Kathiresan, 2012), SR X A% 22 PR35 ] @) HY
PR, i R R R TR AR 3 I3 IE (Waycott et al,
2009), TEYYIFR 2 R A2 2 5 2E 20 (Molnar et
al, 2008; Seebens et a, 2013), [ X EhAEA 14
LYEZ ER ERVS /AN (Eapos S ERYI

DNAEMHE R CEH +ZE M KL
(Hebert et al, 2003; CBOL Plant Working Group,
2009; China Plant BOL Group, 2011), {HEb#: . H#EZE
18 HDNA 5 T Jr BOAR SR A R &1 AR A £ 58
% (Kress et al, 2010; Hollingsworth, 2011; Li et al,
2012; Braukmann et al, 2017). FHARITI T TAEZ %
R 2 B HITHIBOEDNA TG i ik, 164 € 4>
K TTEAEE R b, YRR m R 02 7 EE AR
T A IF) 258 ) 1346 )77 52 (Ebihara et al, 2010; Hol-
lingsworth et a, 2011). KtDNA LIS H AR 5] N5
ERFMX R, RRGKEEWY . ES
FHFE AR X G, RO FRT AT
Fi i (Kress et al, 2015; Z4=flekfIH HEE, 2015

Pei et al, 2017). X} T~ X I ML) (I DNA SF TS A 72,

H BT 48 2 £ b 72 o7l AR AR B A AR A
(Gonzalez et a, 2009; Kress et a, 2009; Parmentier et
al, 2013; Liu et a, 2015), 5t [AA, — b8 2 X i
RIFEIDNA 2% T AL P22 8 1A 78 SE (Burgess et al,
2011; Costion et a, 2011; De Vere et a, 2012; Par-
mentier et al, 2013). ik, DNAZKFEAG AL AT {E R
— PR PN AR T, A PR PR AR A

JE XA Z Feve et 7 T H.

W Y A V2 R e M
FERR, WK 5 JE (Spartina) (Baumel et al, 2001). %2
J& (Chenopodium) (Bera et al, 1993; Rana et al,
2012). fi3% J& (Suaeda) (Chu et al, 2003). 1| &5
(Ruppia) (Ito et al, 2010; Triest & Sierens, 2010)%% .
A A /b BT i 6 FE ) 25 B DNA S5 RS (1) 1F
JU 418 (Schwarzbach & Ricklefs, 2000; Bafeel et al,
2012; Lucas et a, 2012; Munir et a, 2015). [A]K H T
HABAL TigRE R Ak, SC@AME, EATHEEAEY
(g L 2D AE )5 ) SR TR A TR, ik A i SR AE A
2 W 2 (Trivedi et al, 2016); 17247 A A0
M FUINE, VE R SR A4 A4 AE LLAS 31 5 40 (Bafeel
et a, 2012; Lucas et al, 2012; Munir et al, 2015). [A] I,
AR EE RV TR R I N A S R G P
TE V) DNA 25 TR (1) 3 S A R ) 2843 Bt LU AR,
ST R AR A RGP ERAE Y Y DNA % B 5
H 45 e 29 5E FR Al o
1 7k
11 HRE

A FUAT it K B HO I8 25 00 7 203 R 1) 114N VR
A T 24 51T, Whilg i S AT T2 1)
FESCREE, BEAME N RCR AR R TR AR A 207 & 4y
PEBFLGY o T AT PP B AN FE SR TR BE KT
100 km, et o3 AT At it (R RA: s [A] BEAS/NT-20 km,
HIR1G2,300R T A . EHESMFEMLL B A0
RUARERE G 16 W i 3 T 1160 562/ A i 3 47 5K
55 o FEUEFR A AE BT HE AR 0 R 2 A i B o 2 B A
YIFRATE (HSNU); SREIC TV WL 1.

1.2 DNA$ZEL. ##EEMF

M 45 A iy 2% T 5% Bk B (Consortium for the Bar-
code of Life, CBOL)HEE & A At 47 Ky il X dak 4
TE P DNA 2% & 5 1) i 72 24 (CBOL. Plant Working
Group, 2009), AHFFUik B 4 Miik A B, A1
B BL(ITS) K34 M- Ak A B (matK « rbel /¢
trnH-psbA) . X FI CTABVA IR HUS DNAF-HE AT 918, 4
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B T4 LEBOAS IR DNA ST ] o [ s AL 1 1031 1097

AR By A R LR 2. DNA R B3 5 /9
F TAE 24T L g 43 (Huagene) 2 7] 5 &, il /5 51
YI5PCREIIAHIF . HH T matK 51 7738 B AR, SFAR
AEA YA EERURHE B 250 (Vitex rotun-
difolia). K EEAEHP#EE KK (Euphorbia atoto)iff 17
PCRANM s} 4 FH 51 ) matK -390F/matK -1326R, H:
A4 Fmatk 3F-KIM/matK 1R-KI (Cuénoud
etal, 2002). 5|¥15PCRE& MV W33,
13 HIELIE
131 PFIRFERRS

i H Segman (DNASTAR package, Burland,
2000) F A I 7 22 7] 38 18] 1 1 5 Vg 1247 A 2
PH%2E R UL seqhs i AR A7 . £ fHMega 5.0 (Tar
mura et al, 2011) [(IMUSCLEZ fEXt T 157 51147 Eb
Xt fe A fasté . A B BLASTN v2
(Tatusova & Madden, 1999) i{Tall-to-all BLASTn
searches (Altschul et al, 1990) . IXFl 4347 75 15 7 B gt
SEACHIERE R, RO 4T FIME B A H
P, blast2h Fe R =] 25 i) 3 51 5 5008 e 51 oot 1)
1355 BT R A I SRAE Y A X 5 B K
WA J IR, Hoop s e SRR R 4ok 2 8, M
Vi) 22 S K LR R o D) 1R 21— BUME RIS, R,
W 7 51 5 B P R RS [RLRE & 81 B R B
(1) — EUHE L5 75 98% A b (H oM i), 1% A il
1) JIT T8 TR 40 ol 1) 4 A i P A T R O 3 O A
HE B A [F) P B (A1 FE & b B3R 15 R R i 16 7 51—
HE LU E T, P CRZ R . Fah4t
THITE R LT S5 IR, 13 A FR B Z (Liu et a,
2015). BKA Fr B Hoos @& A2 54 v Bl B R .
R4 Kk B J7 % neighbour-joining (NJ) 2> #r I8 {5
MEGA _E neighbour-joining i% i , i% % paramete-
distance, ##17 1,000/ A SR K504, A R i
BON— R (H B AE>50%), %R 2 1
e Gt A BORCG Fr BUW PR i 2 .
1.3.2 NMDS#H#h

ff F £ % & 4F /¥ & (non-metric multidimen-
sional scaling, NMDS) (Kruskal, 1964) 75 124 # #1111
28 B[O, 1) 45 FEHEAT HE P 70 41, 1% BT ERIE 5 3K
PEELH IVEGAN#E(R Core Team, 2012) 1 58 il -
NM DS54 SR AL 55 WS 77 5 HUE (stress) K /)
(Khalaf & Kochzius, 2002). % i Bray-Curtisii &,

SR L AE IR B AN /N6 ) A A iy B L R g
(Newmaster et al, 2008; Liu et al, 2015). NMDSI& %
DI ()RR 5 R AN [0,2) 6, %
SE I N, % KRN0, iR 47 .CVSHE R
[0,2) 45 FE; (2FTHRIE S B AR, ¥ HVEGANFH,
H4[0,1] 46 B4 5% i N Bray-Curtisif 29 ; (3)1# Fil mono-
MDSEEHATIZH . HE7; (418 FH ploté il Bl % .

2 #£R

21 SIYIBRAMEFIIREGE

ARSI L3R 15 5381 97 J& 11641 F 5624 K iy
(11,9395 7+ #1| %4 . 48 F 51 ¥918sdir/ITSA (White et
a, 1990)%HITSHEATY 3, JF7 5113k 13 2 1K (1K (85.59%)
(#1). matK 3F-KIM/matK IR-KIMX %} 5| 4%} matk
HATY I, ERRSERMORR L, (BAERARY 1Y
g R 2=, 5198 #: A matK -390F/matK -1326R, K
ARV 7 25 ROV EAE, BT A YRR IR A S
Gl . rbcl [ 7 51 3k 15 % 2~ 83.04%, 1% A 5] #)rbcL
afirbel aridtATH SR 7, A 5ESF AR
BIARIRTG 7 A5 B, AHELT Kress55(2009) 7 11
JIMREE. Bk L, WFFIEREEKE, matK Al
trnH-psbA i Bt K I I, | TSHIrbel A8 %} 45 %, {H
| TSFIMmatK 354775 51 4038 FH P 1 )
Rl FIREBRRABRKE

Table 1 Summary of the sequencing success rate and length
of candidate barcoding fragments

FBATR BRSSP ASGE R R BRKE
Locus Species Sequence Fh¥ Fragment
resolution availability — Species length (bp)
rate successfully
sequenced
ITS 481 85.59% 106 304-632
matK 502 89.32% 116 611-721
rbcL 465 83.04% 109 371-650
trnH-psbA 491 87.36% 116 142-907

22 {RERBERIMIRAIE
221 FFHIEINES

15 FH PP U AHAUAAE D7 V2 3R A5 B AN FF i I BLAST N
gE R, 562N FE AT b, Hb el T R A,
— LB LA IR T (1 TS 44 P,
matK A 1 M0F, rbcL A6 MF, trnH-psbAH 24~
YR . an e AR RE R 1S R UL B AR (Y
B 3 B P 2R O R, 3R B AE R A B I A Ak ]
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ZESR, T AR R, A AL EE
SR BEA BB R BERI AR 2R
IR, S5 R EOR: A BTSRRI AT
“N73.36%, matK 4 i 51 2% 41 64.03%); rbcl - trnH-
psbA £ AN Fr B R — i, 43 il 9 46.49%.
61.21%. BEE T BCRITS + matK + trnH-psbA 45
1584.76%, ITS + matK P& BE & 45 Bt Atk 3
83.02% (/&1).

KRG EAYMEH 2 T 10151, H
w1 5 J& (Digitaria) . 2@ &6 540Nk, HAhy

23R it X 154N & AR 2 (K12), 4
RN ITSH51.52%, &t H 44 7 Borb i i 1,
R BA A i, PR F e S B2 I TS + matK +
trnH-psbA  (65.71%), L X 72 ITS + matK + rbcL
(62.56%) A1 TS + matK (62.50%) (&12). 4%, 51
HARAHLL, MBI E G 2, B S ERe
VAL R AN
222 ARBEAESH

FTFITS. matKFlrbel =N Fr B4 B ke S
HERGRKE W (NI, iR 2 (&3), i

ITS + mafK + trnH-psbA - 1 84.76%
trH-psbA + rbeL 1.68.10% g7 239
trnH-psbA + matK | 1 72:41% __ g5 870,
ITS + matK + rbeL | 1 83.33% |
ITS + trnH-psbA | 1 80.19% |
matK + rbeL, | 1 68.75% | 88.04%
ITS + rbcL 1 77.88% ‘
ITS + matK 1 83.02% ‘
trnH-psbA ' 161.21% | 81.52%

1 46.49%

rbcL 67.02%
1 64.03%

[
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1 73.36%
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Fig. 1 Speciesresolution rate from all to all BLASTn searches
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Fig. 2 Speciesresolution rate of 15 genera which contain more than one species
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Fig. 3 Speciesresolution rate based on the phylogenetic method
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Fig. 4 Multivariate analysis of non-metric multidimensional scaling for the four barcode markers NMDS. Stress value: 0.011.

WITA R A3, BIYCNIRD 452 i h . NIRE
1) 4 R 2 7R matK 3% i % 47 (82.30%), FH IR ZITS
(78.09%) . 7ERHJE KPR AR & 5K
SRR B, TR IR K RO B B TSRUR el
(995.12%) (&13). A EBLASTNZ, ik & NI 45
B, rbeL g PR 3 RIS 2 2= (11, E3).

P BITS + matK B 2 = BEITS + matK + rbel
KA (R A KPRl 23 K AR — 3, £97982-83% (1A
3). HITtrnH-psbA i BEK EA—E, FLXFH 24 IR A,
RIAE 2 BEEL X 2 J5, 4 BT A BE B RE 5 8 [ — fas
SCHEHR, HOORERE R, BRI AN KT R K E
I3HT .
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X LEPIRR 3 AT 5 R B B A BER IR T (1)
FEBSEITS (73.36%) (K1)skmatk (82.30%) (K3),
MM 2 K3 ferbel (46.49%. 65.71%). B4 A B i
iR rh, BLASTN T & i 12 ITS + matK + trnH-
psbA (7984.76%), NIW 145 2 ITS + matK + rbel
(N82.829%). HARITS + matK & e A 1) 45 SRR,
{H 5843 734 3183.02% (1&11) F181.55% (KI3). HT
trnH-psbA 7 Bt K JEA — 3, 2 BORBERIEE R
GRE k.

23 BRERASMHZFHEERREMMIRANER M
vakiy

K 2 T BLASTN I 4 Ff iR 5l 22 5% e 1% Bray-
CurtiskE %, Jf H RifE 5 #0001 vegani 44 #E 47
NMDSiz 5. %201k, stressffilfitita T Faeiss
0.011, UHHHEF AR+l 5. KB4 s pHH B
1 AR AH O P B TA) R A0 1 22 S A 680 /0 (R B
AR ZE TR OR) . G5 R B R R B R 5 A% 0k
R Fl R B ZENMDSHE /7 B R R AL B

PIAS DXk, R PY S F B AR ) 22 A PR RK

M4 A% N BUTS S M4 4k i BUBE A i, HERF AL
B(CX)TAMBIE, FFXPIE N BAEY MR
W eh 8 35 1A (B4) . CIX fiw [ ST ALK, T2 BA
B B TSHAT SRt AR Bl ae 1, S5#0¢
HEAT P FP R ) 26 1) d8 B S0 7 BN TSI 45 3 A i
(B1). M-SR SITSECE F BRI A 2R 82 2
E(ED) I8R5
3 g
3.1 ITS, matK rbcl FtrnH-psbA 44 H R 18 5%
FHIZRISERLER

KSRV T #% R BOTSHIM: 2% 4k 7 B
matK . rbcl A trnH-psbA 1 A 2 RS F i LE A 15
8 F L 51 ] LAY 3G W BT i SRR A TS, (HAE
D IR 38— (R e, 577 & (Arundo) s K3

(Calamagrostis macrolepis). i /] & (Canavalia ro-

sea) » A 5 (Elymus) 51543 801 bl 1 A 1 2,

{EHFIITS3ITSA (White et al, 1990)%f 1 TS24 1%
JeD e, HOARBEA 15 21X L& W IER T 51, 7513k
132 45 85.59%. 3 B0 7 2 W (1) J5 R AT g |l T
ITSEApolyZitt . i 2 AR, IR 20
FuH A 5 A ST ALK 1% L (Chase et al, 2005;
Kress et al, 2005; Newmaster et al, 2006; Liu €t a,

2016), X2 EAE AT I TS AFAE [ e K 1) R
matk 3 K F Be4x K 81,500 bpZe 4, 5145 F AN
A AZ IR R 75— B2 HAEDNA S
FH b ) K [ 45 (Costion et al, 2011; Yu et al, 2011;
Parmentier et al, 2013), i ¥ Al F 4K a0 2 Btk AT
RY R B ML 73 (Sugita et al, 1985; Steane
2005; Barthet & Hilu, 2007; Yu et al, 2011) . AHf 55 A
T 2008 5 WA e U A SRR 1, IR E
U P 513545 %.89.32% (#1). rbel (17 513k 15
AV /983.04%, 115 Fit97/4NRE i AR 3K 15 rbel 5 1)
58, XML YIS L, AR s
XX B IAS R ¥ rbel 7 51 B AR 51 4 (K ress et dl,
2009). i BAETIY, Tt 0315 K15 2
—ERIHRETE . A SRR trnH-psbA F B FH 1% 5
Yy N AR ANl BUh R I A AL 55 (R ), H
A I8 R B BAEAE K B A — B0 7™ 5[]
(Chase et al, 2007). AW 5875 K I A BE AR LA K
TE3% (Suaeda glauca) 1K (LA 250 bp, 7£EhHh
Bi3% (S salsa) K& 400 bp, T fERARLH K
K750 bp. Fr BB 2 K B N kid 2 5
B A R T, WEAEEH T RAKE S
M1 (Hamilton et al, 2003; Yamashiro et al, 2004;
Newmaster et al, 2006) .

AT L, A B 51 38 F s 7 51 3Rk AR
REEG N, BATVIONE G S =, %
AW —A B e ETomh, 1855 RS I S B R
H B RSBV PRR AT
32 tHXDNARERMMIRAI R R FMHEZ R
&

BTN IF 58 R B0 TSk A0 2 L ik 24k F B PR
3-4f%, BRIUILIEIR 2 RE0 K5I TSIE A B
B Fr Bt 2 —(Chase et a, 2007). AT 58 51 A ALL
PES AT RKIRAEFRKF, A BATSYI MR I 2 3R
BB U (73.36%) (1), 1M NJIFH 43 47 45 SR 1 0%
78.09% (E3). ITSANAE— L K& Uit 48 52 )&
(Parnassia) . JC1t R J& (Ficus) . JE E i J& (Ssyrin-
chium) . RFEAEJE (Primula)Zs (11 70 HH A EL T ot
B BEE LB (LI et a, 2012; Yang et a, 2012;
Alves et a, 2014; Yan et a, 2015), 7£45 € K FR X
HEAT RE SR FIHE Y DNA S TEAD AN IS, K B
ITS(TS2) MR 2 LI 4 (Liu et @, 2015).
[ B A5 T AR AR ) b R 0 2R HE R | TS N Rl A4



% 10

B T4 LEBOAS IR DNA ST ] o [ s AL 1 1031 1101

f\IDNA % JE i (China Plant BOL Group, 2011).

matk /& M4 B B R B B BB B —,
TEAZ TR 7K P R B 8 7K 7 1 8 4 R S rbel A B 2
W35 Aefs, A8 A Mt £ Frocl (Olmstead &
Palmer, 1994; Barthet & Hilu, 2007). ZH 58 NI
FEmatK YR 2R IR 4, N82.3% (KI3), 1E
BLASTN5 i ALk TITS (1), 788K F 1R 5
2@ PR E 2 T LS K ST R 5 2 5 %
HoAth a4 R BER A5 (L. 2). AP RGLEA L,
N A matK @& (8 73 HE2E i A AR S R G i £h il
YIDNAZKIEIG 2 — .

AT 84 42 H DimatK + rbel /F At A= 4
W0 2 A BL(CBOL Plant Working Group, 2009),
T 6 SR e 22 F 9 R B A riocL A 3 486 R 3 T L
WA G, HHGZ E% 2178 %47 5 (China Plant
BOL Group, 2011). ATt A MLkt EhAe 4 R4
FERFZK P rbel (117 791 8 fig 1k 31 100%, {H 7E )& &4
FACE BRSO R RAR(EL. 2. 3), WHEBMAE
SO K ERE X TF . e AT T2 1)
X I SEAE IDNA S TS RIE TS, rocl A& A o

trnH-psbA £ N Ll R B ) Bz —, 18
ek J 4 J iH & (Gentiana) « Bl 3% & 458 4 (1048 S
J L K (Chase et al, 2007; Dong et al, 2012; Liu et
d, 2016); fEAAEL KRITER BERRISR—L
W) FP ) trnH-psbA - B A rpsl94di A (Pang et al,
2012). fiAFGE ST BHKEZRECR, EHEY)
R L2 1 X IDNA K TE RS A 72 b Tovkde FH &R 4t
KRG I L4793 ¥ (Hamilton et a, 2003; Yamashiro
et a, 2004; Newmaster et al, 2006). BIf#H3E4T 7414
B2 AT, trnH-psbA IR 1] 26 1 501K (61.21%)
(K2).

TEREAT X I PEDNA SRS 1 0t 7, /i A &
HARFFtmatK . rbcL Sz trnH-psbA =ANH- 4844 H B .
K ress®:(2009) X PanamalX 15, 4 2961~ A A 4 it it 47
BT, RO SR BimatK + rbel 4R 5] 2
H11598%, (HiX—miil R 2T K2R, B R A
E1AMIF; Gonzal ez (2009) 4T 7T HFmatK + rbcl

TEARAAEY) R A 61%I1) 53 #2% (Gonzalez et al, 2009);

TELiu%s (2015) %t & i L [ 58 % 5 SR PR3 [X 1) 531F
RAFWHT 5, matK + rbel X 45 66.83%I1 4 Fh
P o ASHIF R G R T T LA A AT T2 R,
Wt 75 45 TR 2% W matK 1) 73 1 AR AU 43 4 45 21 1 40 B

WU %5 64.03%, 5T N34T X I8 Y DNA % %
O FRIATE 90 45 B KAk — 2 (Gonzalez et al, 2009; Liu et
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Appendix 1  Collecting imformation and GenBank accession numbers of samples

Wik 44 KREHIKES KA 5 GenBank accession

Specise name Collecter/Voucher Numbers Locality TS matK rbel trnH-psbA
LUTM=EE Achnatherum pekinense (Hance) Ohwi ~ Yao, Li, Wei 20151057 W K%E MF063501 MF064038 — MF062300
HTEHEL Achnatherum pekinense (Hance) Ohwi  Yao, Li, Wei 20151139 T KiE  MF063502 MF064039 — MF064601
I Alysicarpus vaginalis (L.) DC. Yao, Li, Wei 20141435 HrEpAK — MF064254 — —
B35 Alysicarpus vaginalis (L.) DC. Yao, Zhang(1) 20141023 IoUEIE#E MF063691 MF064255 MF065346 MF064813
#E3% G Alysicarpus vaginalis (L.) DC. Wei, Li, Zhang(2) 2014769 @ MF063692 MF064256 MF065347 MF064814
B35 Alysicarpus vaginalis (L.) DC. Yao, Wei 20150127 JTHEMIT MF063693 — — —

4F R Amaranthus viridis L. Yao, Zhang(1) 20141081 IoUhdb#E MF063694 MF064257 MF065348 MF064815
4R Amaranthus viridis L. Yao, Li, Wei 20141346 AT MF063695 MF064258 MF065349 MF064816
4R Amaranthus viridis L. Wei, Li, Zhang(2) 2014645 #E@ T  MF063696 MF064259 MF065350 MF064817
4 H %0 Amaranthus viridis L. Yao, Wei 20150518 WHLIEM  MF063697 — MF065351 MF064818
4% F %0 Amaranthus viridis L. Yao, Wei, Yang 20151332 {LJ%&EZ# MF063698 MF064260 MF065352 MF064819
EFFE W # Arundinella hirta (Thunb.) Tanaka  Yao, Li, Wei 20151034 I Ki#E MF063503 MF064040 MF065147 MF064602
FEFFEF I Arundinella hirta (Thunb.) Tanaka  Yao, Li, Wei 20151102 I K#E  MF063504 MF064041 MF065148  MF064603
FEAFEH# Arundinella hirta (Thunb.) Tanaka  Yao, Li, Wei 20151182 LT #Hir % MF063506 MF064043 MF065150 MF064605
747 Arundo donax L. Yao, Wei 20150537 WL — MF064044 MF065151 MF064606
47 Arundo donax L. Yao, Wei 20150703 WL  — MF064045 MF065152 MF064607
7547 Arundo donax L. Yao, Wei 20150840 WAl — MF064046 — MF064608
M2z R 74 Asparagus dauricus Fisch. ex Link Wei, Li, Zhang(1) 2014360 (L Z28E ~ MF063699 MF064261 MF065353 MF064820
W22 K14 Asparagus dauricus Fisch. ex Link Wei, Li, Zhang(1) 2014401 11 Z43%3€  MF063700 MF064262 MF065354 MF064821
Mgz K14 Asparagus dauricus Fisch. ex Link  Yao, Li, Wei 20151075 LT KIE MF063701 MF064263 MF065355 MF064822
M2z K14 Asparagus dauricus Fisch. ex Link Yao, Li, Wei 20151219 ILTHEFT S MF063702  MF064264 — MF064823
W22 K714 Asparagus dauricus Fisch. ex Link Yao, Wei, Yang 20151286  Ji[dtZ& 2 MF063703 MF064265 MF065356 MF064824
Ft# Atalantia buxifolia (Poir.) Oliv. Yao, Li, Wei 20141376 HFIJIT MF063704 MF064266 MF065357 MF064825
P Atalantia buxifolia (Poir.) Oliv. Yao, Li, Wei 20141473 WK MF063705 MF064267 MF065358 MF064826
U Atalantia buxifolia (Poir.) Oliv. Yao, Li, Wei 20141646 R BT MF063706 MF064268 MF065359 MF064827
WiH%5 Atalantia buxifolia (Poir.) Oliv. Yao, Wei 20150136 JTRIET MF063707 MF064269 MF065360 MF064828
g # Atriplex maximowicziana Makino Wei, Li, Zhang(2) 2014802 A& MF063349 MF063884 MF064997 MF064446
RS Atriplex maximowicziana Makino Wei, Li, Zhang(2) 2014842  #&#EM  MF063350 MF063885 MF064998 MF064447
#HEZE Atriplex maximowicziana Makino Yao, Li, Wei 20141534 WEIZRT  MF063351 — MF064999 MF064448
#HEZ Atriplex maximowicziana Makino Yao, Wei 20150453 M MF063352 MF063886 MF065000 MF064449
W3S Atriplex maximowicziana Makino Yao, Li, Wei 20141630 BV MF063353 — MF065001 MF064450
W3S Atriplex maximowicziana Makino Yao, Wei 20150013 JUARINT MF063354 MF063887 MF065002 MF064451
T3 Atriplex patens (Litv.) Iljin Wei, Li, Zhang 2014323 IIRZR,  MF063355 MF063888 MF065003 —

JE#E Atriplex patens (Litv.) Iljin Yao, Wei 20151061 JTARML MF063356 MF063889 MF065004 MF064452
K3 Atriplex patens (Litv.) Iljin Yao, Li, Wei 20151087 T Ki#E  MF063357 MF063890 MF065005 MF064453
1E#E Atriplex patens (Litv.) Iljin Yao, Li, Wei 20151217 ICTHIP B MF063358 MF063891 MF065006 MF064454
1E%E Atriplex patens (Litv.) Iljin Yao, Wei, Yang 20151291 Vit 2 MF063359 MF063892 MF065007 MF064455
T3 Atriplex patens (Litv.) Iljin Yao, Wei, Yang 20151339 VL% MF063360 MF063893 MF065008 MF064456
JEHIME Avicennia marina (Forsk.) Vierh. Yao, Zhang(1) 20141086 PEdLi#E  MF063708 MF064270 MF065361 MF064829
#EHIME Avicennia marina (Forsk.) Vierh. Yao, Li, Wei 20141522 HEBK MF063709 MF064271 — MF064830
HEHIME Avicennia marina (Forsk.) Vierh. Yao, Li, Wei 20141539 WEE T MF063710 MF064272 MF065362 MF064831
HEHIME Avicennia marina (Forsk.) Vierh. Yao, Li, Wei 20141641 HWEEVL  MF063711 MF064273 MF065363 MF064832
MM Avicennia marina (Forsk.) Vierh. Yao, Wei 20150159 JmHRBIT MF063712 MF064274 MF065364 MF064833
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LYbL i RELIRES KA B [#5 GenBank accession

Specise name Collecter/Voucher Numbers Locality TS matK rbel trnH-psbA
¥t Beckmannia syzigachne (Steud.) Fern. Yao, Wei 20150501 WHLIEM  MF063713 MF064047 MF065153 MF064609
5 Beckmannia syzigachne (Steud.) Fern. Yao, Wei 20150713 WLEHR  MF063714 MF064048 MF065154 MF064610
fE - =E{E % Borreria latifolia (Aubl.) K. Schum. Yao, Zhang(1) 20141053 JIoUEdb#F MF063715 MF064275 MF065365 MF064834
WM 7E 5 Borreria latifolia (Aubl.) K. Schum. Yao, Li, Wei 20141276 MR E  MF063716 MF064276 MF065366 MF064835
@375 Borreria latifolia (Aubl.) K. Schum. Yao, Li, Wei 20141596 WA )T MF063717 MF064277 MF065367 MF064836
FEH-=E7E % Borreria latifolia (Aubl.) K. Schum. Yao, Wei 20150053 JARMIT MF063718  — — MF064837
W =E{E % Borreria latifolia (Aubl.) K. Schum. Yao, Wei 20150237 JUHRBEI MF063719 MF064278 MF065368 MF064838
JmfH#E 3 Bromus catharticus Vahl. Yao, Wei 20150531 TR MF063509 MF064049 MF065155 MF064611
JmFEFE3 Bromus catharticus Vahl. Yao, Wei 20150642 WL, MF063510 MF064050 MF065156 MF064612
Jm 8453 Bromus catharticus Vahl. Yao, Wei, Yang 20151408 VLJ53#h3  MF063511 MF064051 MF065157 —

4£7% Bromus japonicus Thunb. ex Murr. Yao, Wei 20150504 WHLIEM  MF063512 — MF065158 MF064613
H R F5A Caesalpinia bonduc (L.) Roxb. Yao, Zhang(1) 20141077 JoUEdb#E MF063720  — — —
HIB 5 A Caesalpinia bonduc (L.) Roxb. Yao, Li, Wei 20141469 WK MF063721 — — MF064839
H R F5 A Caesalpinia bonduc (L.) Roxb. Yao, Li, Wei 20141586 WFAT  MF063722 MF064279 — MF064840
HIFF5A Caesalpinia bonduc (L.) Roxb. Yao, Wei 20150091 JUHEMNT MF063723  MF064280 — MF064841
HIHI5A Caesalpinia bonduc (L.) Roxb. Yao, Wei 20150234 JTAREM MF063724 — — MF064614
E# T Cajanus scarabaeoides (L.) Thouars ~ Yao, Li, Wei 20141443 WK MF063725 — — MF064615
HEdi5 Cajanus scarabaeoides (L.) Thouars ~Wei, Li, Zhang(1) 2014854 fEEEM  MF063726 MF064281 MF065369 MF064616
=B di S Cajanus scarabaeoides (L.) Thouars  Yao, Wei 20150123 UL MF063727 — — MF064617
K13 Calamagrostis macrolepis Litv. Wei, Li, Zhang(1) 2014342 IR ® — MF064052 MF065159 MF064614
KT Calamagrostis macrolepis Litv. Wei, Li, Zhang(1) 2014502 ILERE — MF064053 MF065160 MF064615
K73 Calamagrostis macrolepis Litv. Yao, Li, Wei 20151074 LrKE — — MF065161 MF064616
K#E 73 Calamagrostis macrolepis Litv. Yao, Wei, Yang 20151395 Lok — — MF065162 MF064617
BT HilE Calystegia soldanella (L.) R. Br.  Wei, Li, Zhang(1) 2014295 1L MF063728 MF064282 MF065370 MF064842
"B 4T Hi4e Calystegia soldanella (L.) R. Br.  Wei, Li, Zhang(2) 2014651 f@#5 4%  MF063729 MF064283 MF065371 MF064843
B H-4THi4E Calystegia soldanella (L.) R. Br.  Yao, Wei 20150816 WL+ MF063730 MF064284 MF065372 MF064844
B H-4THi4E Calystegia soldanella (L) R. Br.  Yao, Li, Wei 20151084 W KiE MF063731  MF064285 MF065373 MF064845
FIH3THE1E Calystegia soldanella (L.) R. Br.  Yao, Wei, Yang 20151368 {L## = MF063732 MF064286 MF065374 MF064846
##J]E Canavalia maritima (Aubl.) Thou. Yao, Zhang(1) 20141047 [ Pty — MF064287 MF065375 —
#J]i5. Canavalia maritima (Aubl.) Thou. Yao, Li, Wei 20141325 WEAT  — MF064288 — —
#JJE Canavalia maritima (Aubl.) Thou. Yao, Li, Wei 20141447 WK — MF064289 MF065376 —

#§ 7] & Canavalia maritima (Aubl.) Thou. Weli, Li, Zhang(2) 2014591 #EgT48 — MF064290 MF065377 —
7] & Canavalia maritima (Aubl.) Thou. Yao, Wei 20150030 S — MF064291 MF065378 —
TR Cassytha filiformis L. Yao, Li, Wei 20141280 WFXE  MF063733 MF064292 — MF064847
FARE Cassytha filiformis L. Yao, Li, Wei 20141334 Wi MF063734 MF064293 MF065379 MF064848
TeHEE Cassytha filiformis L. Yao, Li, Wei 20141591 WHERT  — MF064294 MF065380 MF064849
JeHR A Cassytha filiformis L. Wei, Li, Zhang(2) 2014848  #&#EM  MF063735 MF064295 MF065381 MF064850
TR Cassytha filiformis L. Yao, Wei 20150203 JUHEBEM MF063736  MF064296 MF065382 MF064851
P$<FEE Cenchrus echinatus L. Yao, Wei 20150254 JTHRHI MF063513 MF064054 MF065163 MF064618
PEFEH Cenchrus echinatus L. Yao, Li, Wei 20141246 WHCE  MF063514 MF064055 MF065164 —
PEFHE Cenchrus echinatus L. Yao, Li, Wei 20141329 HEAT  — MF064056 MF065165 MF064619
PEFHE Cenchrus echinatus L. Yao, Li, Wei 20141464 HREAK  MF063515 MF064057 MF065166 —
423k Chenopodium acuminatum Willd. Yao, Wei 20150383 JTHEFEM MF063361 MF063894 MF065009 MF064457
2R3k-%E Chenopodium acuminatum Willd. Yao, Wei 20150132 JUARIET MF063362 MF063895 MF065010 MF064458
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R3km3E Chenopodium acuminatum Willd. Yao, Wei 20150189 J"HBEALR  MF063363 MF063896 MF065011 MF064459
R3m#E Chenopodium acuminatum Willd. Yao, Wei, Yang 20151304  Ji[dtZZ 2% MF063364 MF063897 MF065012 MF064460
JR3Jmt#E Chenopodium acuminatum Willd. Weli, Li, Zhan(2) 2014685  ##% %  MF063365 MF063898 MF065013 MF064461
433k Chenopodium acuminatum Willd. Wei, Li, Zhang(2) 2014699  FEF#E  MF063366 MF063899 MF065014 MF064462
# Chenopodium album L. Li, Zhang(1) 2014184 S MF063368  MF063900 MF065016 MF064464
# Chenopodium album L. Yao, Li, Wei 2014245 WHLZE  MF063369 MF063901 MF065017 MF064465
#% Chenopodium album L. Wei, Li, Zhang(1) 2014314 1IZZEMK  MF063370 MF063902 MF065018 MF064466
# Chenopodium album L. Wei, Li, Zhang(2) 2014779  #&& &M  MF063377 MF063909 MF065023 MF064473
%% Chenopodium album L. Yao, Wei 20150168 J"HRINT MF063378 MF063910 MF065024 MF064474
# Chenopodium album L. Yao, Wei 20150500 WHIIN  MF063379 MF063911 MF065025 MF064475
# Chenopodium album L. Yao, Li, Wei 20151064 T RE MF063388 MF063920 MF065033 MF064484
# Chenopodium album L. Yao, Li, Wei 20151163 LTS & MF063390 MF063921  MF065034  MF064485
# Chenopodium album L. Yao, Wei, Yang 20151267  JidtZE 2 5 MF063393 MF063924 MF065037 MF064488
%% Chenopodium album L. Yao, Wei, Yang 20151310  VL.73#E =% MF063394 MF063925 MF065038 MF064489
JK%4# Chenopodium glaucum L. Yao, Li, Wei 2014244 WILZE%R  MF063402 MF063934 MF065048 MF064498
KE:# Chenopodium glaucum L. Wei, Zhang(1) 2014263 F#FZEY MF063403 MF063935 MF065049 MF064499
JK##%E Chenopodium glaucum L. Wei, Li, Zhang(1) 2014455  [143E3  MF063404 MF063936 MF065050 MF064500
JK#4#%E Chenopodium glaucum L. Wei, Li, Zhang(1) 2014499 LA % #®  MF063405 MF063937 MF065051 MF064501
JK&E# Chenopodium glaucum L. Wei, Li, Zhang(2) 2014729  #&#-FE  MF063406 MF063938 MF065052 MF064502
JK%k%E Chenopodium glaucum L. Yao, Wei 20150614 WHTIRME  MF063407 MF063939 MF065053 MF064503
JK%:# Chenopodium glaucum L. Yao, Wei 20150839 WAL — MF063940 MF065054 MF064504
KE:# Chenopodium glaucum L. Yao, Li, Wei 20151132 LT RE  MF063408 MF063941  MF065055 MF064505
JK##%E Chenopodium glaucum L. Yao, Wei, Yang 20151294 Ji[JbZE 2% MF063409 MF063942 MF065056 MF064506
JK##%E Chenopodium glaucum L. Yao, Wei, Yang 20151343 {TH#EZ# MF063410 MF063943  MF065057 MF064507
WKE%#E Chenopodium glaucum L. Yao, Wei, Yang 20151420  yL73ih3®  MF063411 MF063944 MF065058 MF064508
/%2 Chenopodium serotinum L. Yao, Wei 20150015 JTAHRINT MF063413 MF063948 MF065061 MF064512
/N%E Chenopodium serotinum L. Yao, Wei 20150181 J"HHEI  MF063414 MF063949 MF065062 MF064513
/% Chenopodium serotinum L. Yao, Wei 20150618 LHERIN  MF063415 MF063950 MF065063 MF064514
/% Chenopodium serotinum L. Yao, Wei, Yang 20151421 VL#E63  MF063416 MF063951 MF065064 MF064515
/N# Chenopodium serotinum L. Wei, Zhang(1) 2015268 LilEFEY MF063417 — MF065065 —
HiB%REE Chloris formosana (Honda) Keng ~ Yao, Li, Wei 20141357 HWEAT  MF063516 MF064058 MF065167 MF064620
GV E L Chloris formosana (Honda) Keng ~ Yao, Li, Wei 20141423 WK MF063517 MF064059 MF065168 MF064621
G5 &% Chloris formosana (Honda) Keng ~ Yao, Wei 20150035 JUHRBNT MF063518 MF064060 MF065169 MF064622
G FERE Chloris formosana (Honda) Keng ~ Yao, Wei 20150312 JTREJN  MF063519 MF064061 MF065170 MF064623
BIEFEEE Chloris formosana (Honda) Keng ~ Yao, Wei 20150416 I &R MF063520 MF064062 MF065171 MF064624
SRR Chloris formosana (Honda) Keng ~ Yao, Wei, Yang 20151284 JalJbZRE S MF063521 MF064063 MF065172 MF064625
JRJEE Chloris virgata Sw. Wei, Li, Zhang 2014425 WA %R MF063522 MF064065 MF065173 MF064626
JEEE Chloris virgata Sw. Yao, Li, Wei 20151066 LT RIE  MF063523 MF064066 — MF064627
JEJEE Chloris virgata Sw. Yao, Li, Wei 20151158 LT & MF063524 MF064067 MF065174 MF064628
JEEH Chloris virgata Sw. Yao, Wei, Yang 20151248 Vi JbZE & MF063525 MF064068 — MF064629
JEEE#E Chloris virgata Sw. Yao, Wei, Yang 20151354 {TH#EZHE MF063526 MF064069 MF065175 MF064630
HHIHE Clerodendrum inerme (L.) Gaertn. Yao, Zhang(1) 20141005 J PGt  MF063737 MF064297 MF065383 MF064852
FEHEH Clerodendrum inerme (L.) Gaertn. Yao, Li, Wei 20141279 HFXE  MF063738 MF064298 MF065384 MF064853
HEHEH Clerodendrum inerme (L.) Gaertn. Yao, Li, Wei 20141541 WFIATT  MF063739 MF064299 MF065385 MF064854
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FEHEH Clerodendrum inerme (L.) Gaertn. Wei, Li, Zhang(2) 2014599  #&# 7  MF063740 MF064300 MF065386 MF064855
T ERR Clerodendrum inerme (L.) Gaertn. Yao, Wei 20150001 JTAHRINT MF063741 MF064301 MF065387 MF064856
E B Corispermum puberulum Iljin Wei, Li, Zhang(1) 2014371 (LIZ:3%3€  MF063418 MF063952 MF065066 MF064516
F RS Corispermum puberulum Iljin Yao, Li, Wei 20151071 LT KIE MF063419 MF063953 MF065067 MF064517
B HSZ Corispermum puberulum Iljin Yao, Li, Wei 20151211 ILFHAR S MF063420 MF063954 MF065068 MF064518
B S Corispermum puberulum Iljin Yao, Li, Wei 20151227 ILTHIF % MF063421  MF063955 MF065069 MF064519
#HEH L Corispermum puberulum Iljin Yao, Wei, Yang 20151242  Ji[dtZE 2 & MF063422 MF063956 MF065070 MF064520
BB HSL Corispermum puberulum Iljin Yao, Wei, Yang 20151302 [ bZE 2 % MF063423 MF063957 MF065071 MF064521
i A Crateva formosensis (Jacobs) B. S. Sun Yao, Li, Wei 20141383 WA T MF063742 MF064302 MF065388 MF064857
1K Crateva formosensis (Jacobs) B. S. Sun  Yao, Li, Wei 20141622 HWFEVL  MF063743 MF064303 MF065389 MF064858
fi K Crateva formosensis (Jacobs) B. S. Sun Wei, Li, Zhang(2) 2014667 R T4  MF063744 MF064304 MF065390 MF064859
fi Kk Crateva formosensis (Jacobs) B. S. Sun  Yao, Wei 20150140 JTHMIT MF063745 MF064305 MF065391 MF064860
Bt S Li, Zhang(1) 20141663 /NG MF063746  MF064306 MF065392 MF064861
Crepidiastrum lanceolatum (Houtt.) Nakai 1 &

BOEHZ Li, Zhang(1) 2014170 ¥4l MF063747 MF064307 — MF064862
Crepidiastrum lanceolatum (Houtt.) Nakai

BOE 2 Yao, Wei 20150555 WM MF063748 MF064308 — MF064863
Crepidiastrum lanceolatum (Houtt.) Nakai

L2 Yao, Wei 20150660 WiTIEE  MF063749 MF064309 — MF064864
Crepidiastrum lanceolatum (Houtt.) Nakai

L2 Yao, Wei 20150801 Wi fF MF063750 MF064310 MF065393 MF064865
Crepidiastrum lanceolatum (Houtt.) Nakai

%845 Crossostephium chinense (L.) Makino  Li, Zhang(1) 2014218 ¥4 MF063751 MF064311  MF065394 MF064866
%535 Crossostephium chinense (L.) Makino ~ Wei, Li, Zhang(2) 2014707  #&/°F#  MF063752 MF064312 MF065395 MF064867
J:%#5%9 Crossostephium chinense (L.) Makino ~ Wei, Li, Zhang(2) 2014787 &M MF063753 MF064313 MF065396 MF064868
2754 Crossostephium chinense (L.) Makino ~ Yao, Wei 20150684 WL,  MF063754 MF064314 MF065397 —
JEZ% Crossostephium chinense (L.) Makino ~ Yao, Wei 20150805 WAL MF063755 MF064315 — MF064869
ML Crotalaria retusa L. Yao, Zhang(1) 20141049 JoUEIb#E MF063756  MF064316 MF065398 MF064870
MAEH Crotalaria retusa L. Yao, Li, Wei 20141398 AT MF063757 MF064317 MF065399 MF064871
AR Crotalaria retusa L. Yao, Li, Wei 20141428 /K MF063758 MF064318 MF065400 MF064872
ML Crotalaria retusa L. Yao, Wei 20150094 JUHRIT MF063759 MF064319 MF065401 MF064873
ML Crotalaria retusa L. Yao, Wei 20150201 I HREIN  MF063760 MF064320 MF065402 MF064874
% #2F Cuscuta chinensis Lam. Wei, Li, Zhang(1) 2014410 11 7%<3%&3€  MF063761 — MF065403 MF064875
##2F Cuscuta chinensis Lam. Yao, Wei 20150741 TR MF063762 — MF065404 MF064876
#4421 Cuscuta chinensis Lam. Yao, Li, Wei 20151080 T KRIE  MF063763 — MF065405 MF064877
#: %41 Cuscuta chinensis Lam. Yao, Li, Wei 20151169 LTS & MF063764 — MF065406 MF064878
% 42-F Cuscuta chinensis Lam. Yao, Wei, Yang 20151263 JJbZE & MF063765 — MF065407 MF064879
}%® Cymbopogon goeringii (Steud.) A. Camus  Yao, Li, Wei 20141638 WREEIL  MF063527 MF064070 MF065176 MF064631
&% Cymbopogon goeringii (Steud.) A. Camus  Yao, Wei 20150724 WTLEHR  MF063528 — — MF064632
%%, Cymbopogon goeringii (Steud.) A. Camus  Yao, Wei 20150859 WAL MF063529 — MF065177 MF064633
HH I Wei, Li, Zhang(1) 2014412 (I ZR&ER — MF064321 MF065408 MF064880
Cynanchum thesioides (Freyn) K. Schum.

HuH I Yao, Li, Wei 20151086 TrRE — MF064322 MF065409 MF064881
Cynanchum thesioides (Freyn) K. Schum.

HuH I Yao, Li, Wei 20151183 Uty — MF064323 MF065410 MF064882
Cynanchum thesioides (Freyn) K. Schum.

HuE I Yao, Wei, Yang 20151265 jdtZE 55 — MF064324 MF065411 MF064883
Cynanchum thesioides (Freyn) K. Schum.

¥ ZFHE Cynodon dactylon (L.) Pers. Yao, Li, Wei 20141243 WHCE MF063530 MF064071 MF065178 MF064634
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H2F R Cynodon dactylon (L.) Pers. Yao, Li, Wei 20141543 WHIZRJT MF063531 MF064072 MF065179 MF064635
H2F R Cynodon dactylon (L.) Pers. Yao, Li, Wei 2014247 WNTZE  MF063532 MF064073 MF065180 MF064636
HIZF AR Cynodon dactylon (L.) Pers. Wei, Li, Zhang(1) 2014336  1IZRZMK  MF063533 MF064074 MF065181 MF064637
HZ R Cynodon dactylon (L.) Pers. Wei, Li, Zhang(2) 2014738 FE-Fi#E  MF063534 MF064075 MF065182 MF064638
P ZFHR Cynodon dactylon (L.) Pers. Wei, Li, Zhang(2) 2014839  #E@ =M MF063535 MF064076 MF065183 MF064639
FFHR Cynodon dactylon (L.) Pers. Yao, Wei 20150190 JTHBEI MF063536 MF064077 — MF064640
FZFHR Cynodon dactylon (L.) Pers. Yao, Wei 20150535 WHLIEIN  MF063537 MF064078 MF065184 MF064641
F2F R Cynodon dactylon (L.) Pers. Yao, Wei 20150762 AT/ MF063538  MF064079 MF065185 MF064642
FFH Cynodon dactylon (L.) Pers. Yao, Wei, Yang 20151305  JidLZE 2 5 MF063539 MF064080 MF065186 MF064643
¥ FHE Cynodon dactylon (L.) Pers. Yao, Wei, Yang 20151382 L EZ=#E MF063540 MF064081 MF065187 MF064644
JEJZE Dactyloctenium aegyptium (L.) Beauv.  Yao, Li, Wei 20141271 WHICE MF063541 MF064083 MF065189 MF064645
J¢JR3 Dactyloctenium aegyptium (L.) Beauv.  Yao, Li, Wei 20141317 #WEIT  MF063542 MF064084 MF065190 MF064646
JeJ3F Dactyloctenium aegyptium (L.) Beauv.  Yao, Li, Wei 20141421 HEIK MF063543  MF064085 MF065191 MF064647
JeJI Dactyloctenium aegyptium (L.) Beauv.  Yao, Li, Wei 20141562 WRATT  MF063544 MF064086 MF065192 MF064648
JEJNZF Dactyloctenium aegyptium (L.) Beauv.  Wei, Li, Zhang(2) 2014647 R 7  MF063545 MF064087 MF065193 MF064649
JEJZ Dactyloctenium aegyptium (L.) Beauv.  Wei, Li, Zhang(2) 2014704 #&#°F#H  MF063546 MF064088 MF065194 MF064650
JEJRZE Dactyloctenium aegyptium (L.) Beauv.  Wei, Li, Zhang(2) 2014770  #&& %/ ~ MF063547 MF064089 MF065195 MF064651
J&JZF Dactyloctenium aegyptium (L.) Beauv.  Yao, Wei 20150371 JTZREI MF063548 — — —

F+ I fE Digitaria ciliaris (Retz.) Koel. Yao, Zhang(1) 20141027 JPEdb#E MF063549  MF064090 MF065196  MF064652
J+ 5y j# Digitaria ciliaris (Retz.) Koel. Yao, Li, Wei 20141326 HBEAT  — — MF065197 MF064653
F+ I JE Digitaria ciliaris (Retz.) Koel. Yao, Li, Wei 20141560 WFEIZRJT MF063550 MF064091 MF065198 MF064654
T+, Digitaria ciliaris (Retz.) Koel. Li, Zhang(1) 2014176 B — MF064092 — —
J+I, 2 Digitaria ciliaris (Retz.) Koel. Yao, Wei 20150065 IR — MF064093 MF065199 MF064655
J+5, /% Digitaria ciliaris (Retz.) Koel. Yao, Li, Wei 20151002 LrRiE — MF064094 MF065200 MF064656
J+ Iy j# Digitaria ciliaris (Retz.) Koel. Yao, Li, Wei 20151130 TrKE — MF064095 — MF064657
FF 4 Digitaria ciliaris (Retz.) Koel. Yao, Wei, Yang 20151270 b2 & MF063551 MF064096 — MF064658
F+ I JE Digitaria ciliaris (Retz.) Koel. Yao, Wei, Yang 20151319 JL#EZ# MF063552 MF064097 — MF064659
J+5; /% Digitaria ciliaris (Retz.) Koel. Yao, Wei, Yang 20151446  JLIrhiRk  — MF064098 — MF064660
|5 Digitaria henryi Rendle Yao, Li, Wei 20141272 R E  MF063553 MF064099 MF065203 MF064661
= | T Digitaria henryi Rendle Yao, Li, Wei 20141314 WEAT  MF063554 MF064100 — MF064662
—R T, Digitaria heterantha (Hook. f.) Merr.  Yao, Zhang(1) 20141011 I PEAb#E MF063555 MF064101 MF065204 MF064663
— M Digitaria heterantha (Hook. f.) Merr.  Yao, Wei 20150089 JTHEMIT MF063556 MF064102 MF065205 MF064664
—AYTJE Digitaria heterantha (Hook. f.) Merr.  Yao, Wei 20150207 JTAHRHEM  MF063557 MF064103 MF065206 MF064665
I Digitaria sanguinalis (L.) Scop. Wei, Li, Zhang(1) 2014468 L Z43EH  MF063558 MF064104 MF065207 MF064666
I Digitaria sanguinalis (L.) Scop. Yao, Wei 20150188 T"HRHEJ  MF063559 MF064105 MF065208 MF064667
T4 T Leptochloa chinensis (Linnacus) Nees ~ Wei, Li, Zhang(1) 2014454 (1%  MF063560 MF064106 MF065209 MF064668
T4:T Leptochloa chinensis (Linnaeus) Nees ~ Yao, Wei, Yang 20151351  VL#%% =# MF063561 MF064107 MF065210 MF064669
T4 T Leptochloa chinensis (Linnaeus) Nees  Yao, Wei, Yang 20151423 VL#5#i3  MF063562 — MF065211 MF064670
+ 3% Dysphania ambrosioides (L.) Wei, Li, Zhang(2) 2014576 @4  MF063425 MF063959 MF065073 MF064522
Mosyakin et Clemants

+313% Dysphania ambrosioides (L.) Wei, Li, Zhang(2) 2014661 @7z  MF063426 MF063960 MF065074 MF064523
Mosyakin et Clemants

+3#3F Dysphania ambrosioides (L.) Wei, Li, Zhang(2) 2014713 & TFE  MF063427 MF063961 MF065075 MF064524
Mosyakin et Clemants

+3f13F Dysphania ambrosioides (L.) Wei, Li, Zhang(2) 2014808 i@z  MF063428 MF063962 MF065076 MF064525

Mosyakin et Clemants
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+313F Dysphania ambrosioides (L.) Yao, Wei 20150003 AT MF063429 MF063963 MF065077 MF064527
Mosyakin et Clemants

+303F Dysphania ambrosioides (L.) Yao, Zhang(1) 20141070 I P6dbilE MF063424 MF063958 — MF064526
Mosyakin et Clemants

+313% Dysphania ambrosioides (L.) Yao, Wei 20150270 IUAREM MF063430 MF063964 MF065078 MF064528
Mosyakin et Clemants

3% Dysphania ambrosioides (L.) Yao, Wei 20150502 WM — MF063965 MF065079 MF064529
Mosyakin et Clemants

1313+ Dysphania ambrosioides (L.) Yao, Wei 20150655 WLy,  — MF063966 MF065080 —
Mosyakin et Clemants

+Jf7F Dysphania ambrosioides (L.) Yao, Wei 20150751 WL — MF063967 MF065081 MF064530
Mosyakin et Clemants

# Echinochloa crusgalli (L.) Beauv. Wei, Zhang(1) 2014266 E#ER MF063563 MF064108 MF065212 MF064671
2 Echinochloa crusgalli (L.) Beauv. Wei, Li, Zhang(1) 2014337 ILZR%€%  MF063564 MF064109 — MF064672
B Echinochloa crusgalli (L.) Beauv. Wei, Li, Zhang(1) 2014404 (1 43E3  MF063565 MF064110 MF065213  MF064673
# Echinochloa crusgalli (L.) Beauv. Wei, Li, Zhang(1) 2014500 L& E  MF063566 MF064111 MF065214 MF064674
# Echinochloa crusgalli (L.) Beauv. Wei, Li, Zhang(2) 2014835 #g&E/M  MF063567 MF064112 MF065215 MF064675
# Echinochloa crusgalli (L.) Beauv. Yao, Wei 20150081 R — MF064113 — —

# Echinochloa crusgalli (L.) Beauv. Yao, Wei 20150191 JTAHRHEM MF063568 MF064114 MF065216 MF064676
# Echinochloa crusgalli (L.) Beauv. Yao, Wei, Yang 20151289 Ji[JbZ& £ 5 MF063569 MF064115 MF065217 MF064677
# Echinochloa crusgalli (L.) Beauv. Yao, Wei, Yang 20151313 VL Z# MF063570 MF064116 MF065218 MF064678
M Echinochloa crusgalli (L.) Beauv. Yao, Wei, Yang 20151400 VL7538  MF063572 MF064118 MF065220 MF064679
4155 Eleusine indica (L.) Gaertn. Yao, Zhang(1) 20141028 JoUEIb#E MF063574 MF064120 MF065222 MF064680
I E Eleusine indica (L.) Gaertn. Wei, Li, Zhang(1) 2014421 (L33  MF063575 MF064121 — MF064681
% Eleusine indica (L.) Gaertn. Wei, Li, Zhang(2) 2014581 @& F4E  MF063576 MF064122 MF065223 MF064682
2555 Eleusine indica (L.) Gaertn. Wei, Li, Zhang(2) 2014773 #&@EM MF063577 MF064123 MF065224 MF064683
5% Eleusine indica (L.) Gaertn. Yao, Wei 20150259 JTHREIN  MF063578 MF064124 MF065225 MF064684
4% Eleusine indica (L.) Gaertn. Yao, Wei 20150336 JTZREGM MF063579 MF064125 MF065226 MF064685
4155 Eleusine indica (L.) Gaertn. Yao, Li, Wei 20151003 I Ki#E MF063580 MF064126 MF065227 MF064686
441 % Eleusine indica (L.) Gaertn. Yao, Wei, Yang 20151255 ji[JbZ 5% MF063581 MF064127 MF065228 MF064687
4415 Eleusine indica (L.) Gaertn. Yao, Wei, Yang 20151412 JLZ5#h3%  MF063582 MF064128 MF065229 MF064688
JEHEHR . Elymus excelsus Turcz. Yao, Li, Wei 20151193 LT sy — — MF065230 MF064689
AEHEHRE Elymus excelsus Turcz. Yao, Wei, Yang 20151300  Jildbt B2 — MF064129 MF065231 MF064690
Pl AR Elymus kamoji (Ohwi) S. L. Chen  Yao, Li, Wei 2014254 WiLz&E — MF064132 MF065234 MF064692
Pl F PR Elymus kamoji (Ohwi) S. L. Chen  Yao, Wei 20150505 TN — MF064133 MF065235 MF064693
Pl FH PR A Elymus kamoji (Ohwi) S. L. Chen  Yao, Wei 20150626 WLiRY — MF064134 MF065236 MF064694
HIJREL Eragrostis ferruginea (Thunb.) Beauv.  Yao, Wei 20150593 WHTIRM  MF063583 MF064135 MF065241 MF064698
HIJREL Eragrostis ferruginea (Thunb.) Beauv.  Yao, Li, Wei 20151063 LrRiE — MF064136 MF065242 MF064699
4% Eragrostis ferruginea (Thunb.) Beauv.  Yao, Wei, Yang 20151260  Ji[JbZ £ & MF063584 — MF065243  MF064700
/N JE % Eragrostis minor Host Wei, Li, Zhang(1) 2014430  1IZR%3  MF063585 MF064139 MF065245 MF064704
/NE JEE Eragrostis minor Host Yao, Wei, Yang 20151353 L7 &= MF063586 MF064140 MF065246 MF064705
fi1t4 %5 Eragrostis tenella (L.) Beauv. ex Yao, Li, Wei 20141551 WEGZR 5 MF063634 MF064142 MF065248 MF064706
Roem. et Schult.

fill 4 35 Eragrostis tenella (L.) Beauv. ex Yao, Wei 20150098 JURET — MF064143 MF065249 MF064707
Roem. et Schult.

¥¥Z8 Eriochloa villosa (Thunb.) Kunth Wei, Li, Zhang(1) 2014345 IUZ %R MF063590 MF064144 MF065250 MF064708
¥¥%% Eriochloa villosa (Thunb.) Kunth Wei, Li, Zhang(1) 2014462 117K  MF063591 MF064145 MF065251 MF064709
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B7Z% Eriochloa villosa (Thunb.) Kunth Yao, Li, Wei 20151033 L RKi#E MF063592 MF064146 MF065252 MF064710
¥fZ% Eriochloa villosa (Thunb.) Kunth Yao, Li, Wei 20151157 ITT#HiM  MF063593 MF064147 MF065253 MF064711
B7Z% Eriochloa villosa (Thunb.) Kunth Yao, Wei, Yang 20151341  JLHEZS#E MF063594 MF064148 MF065254 MF064712
I KHE Euphorbia atoto Forst. f. Yao, Zhang(1) 20141057 IoUhdb#E MF063766 MF064325 MF065412 MF064884
#E K4, Euphorbia atoto Forst. f. Yao, Li, Wei 20141310 W MF063767 MF064326 — MF064885
R KEE Euphorbia atoto Forst. f. Yao, Wei 20150072 JTHRIT MF063768 MF064327 MF065413  MF064886
#HE Kk Euphorbia atoto Forst. f. Yao, Wei 20150225 JTHEBEM MF063769 — MF065414 MF064887
#EF Eurya emarginata (Thunb.) Makino Yao, Wei 20150398 IR — MF064328 MF065415 MF064888
X} Eurya emarginata (Thunb.) Makino Yao, Wei 20150561 WL MF063770 MF064329 MF065416 MF064889
T4 Eurya emarginata (Thunb.) Makino Yao, Wei 20150673 WHLE  MF063771 MF064330 MF065417 MF064890
7E#4 Eurya emarginata (Thunb.) Makino Yao, Wei 20150792 WHIF-L  MF063772 MF064331 MF065418 MF064891
#1610 Gomphrena celosioides Mart. Yao, Zhang(1) 20141067 JTPEdbi#E MF063773  MF064332 — MF064892
#1E 0 Gomphrena celosioides Mart. Yao, Li, Wei 20141328 W JiT  MF063774 MF064333 MF065419 MF064893
#R4ETE Gomphrena celosioides Mart. Yao, Li, Wei 20141412 HWrIR/K  MF063775 MF064334 MF065420 MF064894
FRAETE Gomphrena celosioides Mart. Yao, Li, Wei 20141561 WEIZRJT MF063776  MF064335 MF065421 MF064895
RLZEBE Gymnema sylvestre (Retz.) Schult. Yao, Li, Wei 20141384 WEHE i MF063777 MF064336 — MF064896
AL Gymnema sylvestre (Retz.) Schult. Yao, Li, Wei 20141510 HEFEEK  MF063778 MF064337 MF065423  MF064897
AL Gymnema sylvestre (Retz.) Schult. Yao, Wei 20150580 WM MF063780 MF064339 MF065424 MF064898
WEREE. Harpachne harpachnoides (Hack.) Keng Yao, Wei 20150171 JTHEMT MF063595 — — MF064713
AL Harpachne harpachnoides (Hack.) Keng Yao, Wei 20150247 I HHEI  MF063596 MF064149 MF065255 MF064714
KAp -t Yao, Li, Wei 20151229 STFHETE MF063597 MF064150 MF065256 MF064715
Hemarthria longiflora (Hook. f.) A. Camus

KAb At Yao, Wei, Yang 20151278 ji[ltZ= & MF063598 MF064151 — MF064716
Hemarthria longiflora (Hook. f.) A. Camus

# 1 Hibiscus tiliaceus L. Yao, Zhang(1) 20141118 I VB IRHE MF063781 MF064340 — MF064899
# 1 Hibiscus tiliaceus L. Yao, Li, Wei 20141525 HEEK  MF063782 — — —

# 1 Hibiscus tiliaceus L. Yao, Wei 20150031 JTZRIET. MF063783 MF064341 — MF064900
#H# Hibiscus tiliaceus L. Yao, Wei 20150527 WM MF063784 — — —

3 Imperata cylindrica (L.) Beauv. Yao, Li, Wei 20141273 WHCE MF063599 MF064152 MF065257 MF064717
H3 Imperata cylindrica (L.) Beauv. Yao, Li, Wei 20141306 MEH I T MF063600 MF064153 MF065258 MF064718
[ Imperata cylindrica (L.) Beauv. Yao, Li, Wei 20141624 B MF063601 — — MF064719
F1% Imperata cylindrica (L.) Beauv. Yao, Li, Wei 2014233 WHLZE  MF063602 — MF065259 —

F3% Imperata cylindrica (L.) Beauv. Yao, Li, Wei 2014461 WE/IT  MF063603 MF064154 MF065260 —

A2 Imperata cylindrica (L.) Beauv. Wei, Li, Zhang(2) 2014622  f& T4  MF063604 MF064155 — —

[13F Imperata cylindrica (L.) Beauv. Wei, Li, Zhang(2) 2014829  #&# M MF063605 MF064156 MF065261 —

13 Imperata cylindrica (L.) Beauv. Yao, Wei 20150077 T"HREIL  MF063606 MF064157 MF065262 MF064720
13 Imperata cylindrica (L.) Beauv. Yao, Wei 20150205 JTZREJH  MF063607 MF064158 MF065263 MF064721
F1% Imperata cylindrica (L.) Beauv. Yao, Wei 20150615 WHLIRWE  MF063608 MF064159 MF065264 MF064722
f#E AN Indigofera hirsuta L. Yao, Zhang(1) 20141042 JTPEdbi#E MF063785 MF064342 MF065425 —
fHEAUE Indigofera hirsuta L. Yao, Li, Wei 20141434 WM /K  MF063786 MF064343 MF065426 —

i £ AW Indigofera hirsuta L. Wei, Li, Zhang(2) 2014771  #&# M MF063787 MF064344 MF065427 —

i £AME Indigofera hirsuta L. Yao, Wei 20150142 JTARMNT. MF063788 MF064345 MF065428 —
fif £ AW Indigofera hirsuta L. Yao, Wei 20150240 T ZREJ  MF063789 MF064346 MF065429 —

JE 8 1pomoea pes-caprae (L.) Sweet Yao, Zhang(1) 20141000 JPEdb#E MF063790 MF064352 MF065430  MF064906
JE 1 Ipomoea pes-caprae (L.) Sweet Yao, Li, Wei 20141240 WFECE MF063791 MF064353 MF065431 MF064907
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JE % Ipomoea pes-caprae (L.) Sweet Yao, Li, Wei 20141498 HFIFE/K MF063792 MF064354 MF065432 MF064908
JEJ#% Ipomoea pes-caprae (L.) Sweet Wei, Li, Zhang(2) 2014731  #&TE  MF063793 MF064355 MF065433 MF064909
JEJ#% Ipomoea pes-caprae (L.) Sweet Yao, Wei 20150411 I HKmME MF063794 MF064356 MF065434 MF064910
5 1pomoea imperati (Vahl) Griseb. Yao, Li, Wei 20141261 WFICE MF063795 MF064347 MF065435 MF064901
5% Ipomoea imperati (Vahl) Griseb. Yao, Li, Wei 20141300 W AT MF063796 MF064348 MF065436 MF064902
R Ipomoea imperati (Vahl) Griseb. Yao, Li, Wei 20141601 HWEEIL  MF063797 MF064349 MF065437 MF064903
)2/ Ipomoea imperati (Vahl) Griseb. Wei, Li, Zhang(2) 2014658  #&& T/  MF063798 MF064350 MF065438 MF064904
fRJZ/# Ipomoea imperati (Vahl) Griseb. Wei, Li, Zhang(2) 2014863  #E@ M MF063799 MF064351 MF065439  MF064905
ST Liu 20140915_10 SR MF063610 MF064160 MF065266 MF064724
Ischaemum anthephoroides (Steud.) Migq.

EULT ey Yao, Zhang(1) 20141141 I PR MF063611  MF064161  MF065267 —
Ischaemum anthephoroides (Steud.) Migq.

BVl ey Wei, Li, Zhang(1) 2014363 (14458  MF063612 MF064162 MF065268 MF064725
Ischaemum anthephoroides (Steud.) Migq.

A TEMELEEL 1schaemum aristatum L. Yao, Li, Wei 20141628 HEET  — MF064163 MF065269 MF064726
Huf Kochia scoparia (L.) Schrad. Wei, Li, Zhang(1) 2014297 1M  MF063433 MF063969 MF065082 MF064532
Huffk Kochia scoparia (L.) Schrad. Wei, Li, Zhang(2) 2014646 #H& T/  MF063434 MF063972 MF065085 MF064535
Huftk Kochia scoparia (L.) Schrad. Yao, Wei 20150515 WHLIIN  MF063435 MF063973 MF065086 MF064536
Hutk Kochia scoparia (L.) Schrad. Yao, Wei 20150701 WHIIHI  MF063436 MF063974 MF065087 MF064537
Hufk Kochia scoparia (L.) Schrad. Yao, Wei 20150794 WTAFL MF063437  MF063975 MF065088 MF064538
Huf: Kochia scoparia (L.) Schrad. Yao, Li, Wei 20151001 L Ki#E  MF063438 MF063976 MF065089 —

Huffk Kochia scoparia (L.) Schrad. Yao, Li, Wei 20151117 L KiE MF063439 MF063979 MF065092 MF064541
Huf Kochia scoparia (L.) Schrad. Yao, Li, Wei 20151144 ITTHiP MF063440 MF063980 MF065093 MF064542
Hiftk Kochia scoparia (L.) Schrad. Yao, Li, Wei 20151233 JbZE 2 MF063441 MF063981 MF065094 MF064543
Huik Kochia scoparia (L.) Schrad. Yao, Li, Wei 20151318 LIRE=HE MF063442 MF063982 MF065095 MF064544
Huffk Kochia scoparia (L.) Schrad. Yao, Li, Wei 20151424 TLARER MF063443 MF063983 MF065096 MF064545
Huik Kochia scoparia (L.) Schrad. Wei, Li, Zhang(1) 2014426  IL43%3K  MF063444 MF063970 MF065083 MF064534
Huf: Kochia scoparia (L.) Schrad. Wei, Li, Zhang(1) 2014510 LR E®E  MF063445 MF063971 MF065084 —

Hifk Kochia scoparia (L.) Schrad. Li, Zhang(1) 2014150 LM MF063446  MF063968 — —
I S Lathyrus maritimus (L.) Bigelow ~ Wei, Li, Zhang(1) 2014357 1L ZR38%  MF063800 MF064357 MF065440 MF064911
#HEILE S Lathyrus maritimus (L.) Bigelow ~ Wei, Li, Zhang(1) 2014397 (L1753  MF063801 MF064358 MF065441 MF064912
LB S Lathyrus maritimus (L.) Bigelow  Yao, Wei 20150804 WTAFL MF063802 MF064359 MF065442 MF064913
I S Lathyrus maritimus (L.) Bigelow  Yao, Li, Wei 20151065 LK% MF063803 MF064360 MF065443 MF064914
I E S Lathyrus maritimus (L.) Bigelow  Yao, Li, Wei 20151149 ILT#Hi % MF063804 MF064361  MF065444 MF064915
BRI Yao, Li, Wei 20141247 WEESCE, MF063805 MF064362 MF065445 —
Launaea sarmentosa (Willd.) Merr. et Chun

Sy ] Yao, Li, Wei 20141298 WE I MF063806 MF064363 MF065446 —
Launaea sarmentosa (Willd.) Merr. et Chun

B R Wei, Li, Zhang(2) 2014871  #g#i/l  MF063807 MF064364 MF065447 —
Launaea sarmentosa (Willd.) Merr. et Chun

B g Yao, Wei 20150068 JOZRMET. MF063808 MF064365 MF065448 —
Launaea sarmentosa (Willd.) Merr. et Chun

BRI Yao, Wei 20150196 IAEM MF063809 MF064366 MF065449 —
Launaea sarmentosa (Willd.) Merr. et Chun

1% Leymus mollis (Trin.) Hara Wei, Li, Zhang(1) 2014300 IIZRZERK — MF064164 MF065270 MF064727
%% Leymus mollis (Trin.) Hara Yao, Li, Wei 20151199 LT sy — MF064165 MF065271 MF064728
FMME Limonium sinense (Girard) Kuntze Yao, Li, Wei 20141577 WA MF063810 MF064367 MF065450 MF064916
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FMILEE Limonium sinense (Girard) Kuntze Yao, Wei 20150263 I AHRHEM  MF063811 MF064368 — MF064917
FMIE Limonium sinense (Girard) Kuntze Yao, Wei 20150829 WHIAHL  MF063812 — MF065451 MF064918
FMILEL Limonium sinense (Girard) Kuntze Yao, Li, Wei 20151101 LT KiE  MF063813 MF064369 — MF064919
FMALEE Limonium sinense (Girard) Kuntze Yao, Li, Wei 20151380 LI MF063814  MF064370 — MF064920
W ELSE Lysimachia mauritiana Lam. Yao, Li, Wei 20141231 Fi#E41l MF063815 MF064371 — MF064921
I ERSE Lysimachia mauritiana Lam. Wei, Li, Zhang(2) 2014586 @7  MF063816 MF064372 — MF064922
KBRS Lysimachia mauritiana Lam. Wei, Li, Zhang(2) 2014853 4R&EJ  MF063817 MF064373 — —

B ERE Lysimachia mauritiana Lam. Yao, Wei 20150420 JHRRE MF063818 — — —

W ERSE Lysimachia mauritiana Lam. Yao, Wei 20150556 WHLEEM  MF063819 — — MF064923
FI#SL Maytenus diversifolia (Maxim.) Ding Hou Yao, Li, Wei 20141365 Wi T MF063820 — MF065452 —
Fl#sz Maytenus diversifolia (Maxim.) Ding Hou Yao, Li, Wei 20141482 WK MF063821 MF064374 — —
JI#EsE Maytenus diversifolia (Maxim.) Ding Hou Yao, Li, Wei 20141620 WrEIL  MF063822 — MF065453 —
HI#sz Maytenus diversifolia (Maxim.) Ding Hou Yao, Wei 20150131 JTHRET — MF064375 — —
Ji%5% Miscanthus floridulus (Lab.) Warb. Wei, Li, Zhang(2) 2014724 J@#- V4 MF063613 MF064166 — MF064729
ex Schum. et Laut.

FLH TS Miscanthus floridulus (Lab.) Warb. Yao, Wei 20150533 Wil MF063614 MF064167 — MF064730
ex Schum. et Laut.

T Miscanthus sinensis Anderss. Yao, Zhang(1) 20141124 I VBT MF063615 MF064168 — —

1 Miscanthus sinensis Anderss. Yao, Li, Wei 20141354 WEAT  — MF064169 MF065272 MF064731
1 Miscanthus sinensis Anderss. Wei, Li, Zhang(1) 2014327 LRI MF063616 MF064170 — MF064732
T Miscanthus sinensis Anderss. Yao, Wei, Yang 20151245  J[dtRE2H — — MF065273 —

T Miscanthus sinensis Anderss. Yao, Wei, Yang 20151376 {L##E = MF063617 MF064171 — —
fit’;‘gﬁgdia reynaudiana (Kunth) Keng v Wi 20150344 ICZEEIE MF063618 MF064172 MF065274 MF064733
F& Y Pandanus tectorius Sol. Yao, Zhang(1) 20141075 Ik — MF064376 MF065454 MF064924
FEyaM Pandanus tectorius Sol. Yao, Li, Wei 20141278 s — MF064377 MF065455 MF064925
#& Y0 Pandanus tectorius Sol. Yao, Li, Wei 20141468 HEEK  — MF064378 MF065456 MF064926
%YM Pandanus tectorius Sol. Yao, Wei 20150084 JUHRBT — MF064379 MF065457 MF064927
#& i Pandanus tectorius Sol. Yao, Wei 20150378 JRMW — MF064380 MF065458 MF064928
#HithZe Panicum repens L. Yao, Zhang(1) 20141014 IoEdb#E MF063619 MF064173  MF065275 MF064734
#HihZR Panicum repens L. Yao, Zhang(1) 20141114 I PEBH#E MF063620 MF064174 MF065276  MF064735
HiHZE Panicum repens L. Yao, Li, Wei 20141244 WFCE MF063621 MF064175 MF065277 MF064736
fHhZR Panicum repens L. Yao, Li, Wei 20141549 WFEARJT MF063622 MF064176 MF065278 MF064737
fHHbZR Panicum repens L. Wei, Li, Zhang(2) 2014606 & T/  MF063623 MF064177 MF065279 MF064738
i ZE Panicum repens L. Wei, Li, Zhang(2) 2014819  ##& M MF063624 MF064178 MF065280 MF064739
Hi#bZE Panicum repens L. Yao, Wei 20150093 T"HREIL MF063625 MF064179 MF065281 MF064740
fHHbZ Panicum repens L. Yao, Wei 20150251 JTHREI MF063626 MF064180 MF065282 MF064741
Je¥k R Passiflora foetida L. Yao, Zhang(1) 20141050 J PGt  MF063823 MF064381 MF065459 MF064929
HERR Passiflora foetida L. Yao, Li, Wei 20141282 HECE  MF063824 — MF065460 MF064930
JERR Passiflora foetida L. Yao, Li, Wei 20141448 Wk /K  MF063825 — MF065461 MF064931
Jexk R Passiflora foetida L. Yao, Li, Wei 20141557 AT MF063826 MF064382 — MF064932
JERR Passiflora foetida L. Yao, Wei 20150070 JARMNT. MF063827 — MF065462 MF064933
EIERTH] Peucedanum japonicum Thunb. Wei, Li, Zhang(2) 2014697 4&%F&  MF063828 MF064383 MF065463 —
TEHFRTE Peucedanum japonicum Thunb. Wei, Li, Zhang(2) 2014751  #&&FE  MF063829 MF064384 MF065464 —
TEHRTHA Peucedanum japonicum Thunb. Yao, Wei 20150547 AR MF063830 MF064385 MF065465 —
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TEHERTH] Peucedanum japonicum Thunb. Yao, Wei 20150709 WL, MF063831 MF064386 MF065466 —
TEHFRTH Peucedanum japonicum Thunb. Yao, Wei 20150803 WHTHL MF063832 MF064387 MF065467 —
WX Phacelurus latifolius (Steud.) Ohwi Yao, Li, Wei 20141656 HF BT MF063627 MF064181 MF065283 MF064742
W Phacelurus latifolius (Steud.) Ohwi Yao, Li, Wei 2014238 HHTZIE MF063628 MF064182 MF065284 MF064743
7% Phragmites australis (Cav.) Trin. ex Steud. Yao, Li, Wei 2014227 WLEE  — MF064183 MF065283 MF064744
79 Phragmites australis (Cav.) Trin. ex Steud. Wei, Li, Zhang(1) 2014377 [IL&R%EH — MF064184 MF065284 MF064745
7% Phragmites australis (Cav.) Trin. ex Steud. Wei, Li, Zhang(1) 2014485 ILEKE — MF064185 MF065285 MF064746
7% Phragmites australis (Cav.) Trin. ex Steud. Wei, Li, Zhang(2) 2014602  fg 7  — MF064186 MF065286 MF064747
YL Phyla nodiflora (L.) Greene Yao, Zhang(1) 20141090 JoUhdb#F MF063833  MF064388 MF065468 MF064934
YT Phyla nodiflora (L.) Greene Yao, Li, Wei 20141249 WHCE MF063834 MF064389 MF065469 MF064935
iEYL# Phyla nodiflora (L.) Greene Yao, Li, Wei 20141598 TR MF063835 MF064390 MF065470 MF064936
JIYLA%E Phyla nodiflora (L.) Greene Wei, Li, Zhang(2) 2014593 #&# 7%  MF063836 MF064391 MF065471 MF064937
VL% Phyla nodiflora (L.) Greene Yao, Wei 20150037 JUHRMIT MF063837 MF064392 MF065472 MF064938
W73 Pluchea indica (L. ) Less. Yao, Zhang(1) 20141089 JUEdb#E MF063838 MF064393  MF065473  MF064939
F7%1% Pluchea indica (L. ) Less. Yao, Li, Wei 20141397 WEIT  MF063839 MF064394 MF065474 MF064940
f@%i% Pluchea indica (L. ) Less. Yao, Li, Wei 20141567 MR — MF064395 MF065475 MF064941
f#45%4 Pluchea indica (L. ) Less. Yao, Wei 20150002 T"RENT MF063840 MF064396 — MF064942
f@%i%4 Pluchea indica (L. ) Less. Yao, Wei 20150393 JTZREGM MF063841 MF064397 MF065476 MF064943
HTR#K Poa acroleuca Steud. Yao, Wei 20150511 WTIEM  MF063630 MF064189 MF065287 MF064752
HIH#K Poa acroleuca Steud. Yao, Wei 20150697 WL — MF064190 — —
HIRE#K Poa acroleuca Steud. Yao, Wei 20150755 WHTHHL MF063631 MF064191 MF065288 MF064753
Y #OR Poa prolixior Rendle Yao, Wei 20150652 TR MF063636 MF064192 MF065290 MF064756
Y ZOR Poa prolixior Rendle Yao, Wei 20150730 T EIX  MF063637 MF064193 MF065291 MF064757
¥k # Polypogon fugax Nees ex Steud. Yao, Li, Wei 2014248 WHTZER  MF063639 MF064196 MF065294 MF064758
HEskE Polypogon fugax Nees ex Steud. Yao, Wei 20150606 AR MF063640 MF064197 MF065295 MF064759
Fesk ¥ Polypogon fugax Nees ex Steud. Yao, Wei 20150610 TR MF063641 MF064198 MF065296 MF064760
Fesk ¥ Polypogon fugax Nees ex Steud. Yao, Wei 20150764 TS MF063642 MF064199 MF065297 MF064761
#e3L#E Polypogon fugax Nees ex Steud. Yao, Wei 20150853 WHIFFL MF063643 MF064200 MF065299 MF064762
He3L 5 Polypogon fugax Nees ex Steud. Yao, Wei, Yang 20151440 L #h3  MF063644 MF064201 MF065300 MF064763
ZBm7b Pycreus polystachyus (Rottb.) P. Beauv. Yao, Zhang(1) 20141037 I — — MF065477 MF064944
Z B w75 Pycreus polystachyus (Rottb.) P. Beauv. Wei, Li, Zhang(2) 2014608  fRi T fl  — — MF065478 —
B> Pycreus polystachyus (Rottb.) P. Beauv. Wei, Li, Zhang(2) 2014733  fE##FE — MF064398 MF065479 MF064945
ZHUm b Pycreus polystachyus (Rottb.) P. Beauv. Yao, Wei 20150129 JURBNT — — MF065480 MF064946
Z B 75 Pycreus polystachyus (Rottb.) P. Beauv. Yao, Wei 20150321 JUREM — MF064399 MF065481 MF064947
VS Remirea maritima Aubl. Yao, Li, Wei 20141296 WEIT  MF063842 — — MF064948
#HEYS Remirea maritima Aubl. Yao, Li, We i20151124 T K#E  MF063843 MF064400 MF065482 MF064949
IS Remirea maritima Aubl. Yao, Li, Wei 20151226 LTS & MF063844 MF064401 MF065483  MF064950
ZLE% Melinis repens (Willd.) Zizka Yao, Zhang(1) 20141038 J PGdbiE  MF063645 MF064202 MF065301 MF064764
L% Melinis repens (Willd.) Zizka Yao, Li, Wei 20141287 R XE  MF063646 MF064203 MF065302 MF064765
LI 2 Melinis repens (Willd.) Zizka Wei, Li, Zhang(1) 2014342 IIZRZEMK  MF063647 MF064204 MF065303 MF064766
4L FEE Melinis repens (Willd.) Zizka Yao, Wei 20150141 "L MF063648  MF064205 MF065304 MF064767
ZL &% Melinis repens (Willd.) Zizka Yao, Wei 20150192 JTAREM MF063649 MF064206 MF065305 MF064768
LB Melinis repens (Willd.) Zizka Yao, Wei 20150365 JUAREM MF063650 MF064207 MF065306 MF064769
BEIES Yao, Zhang(1) 20141105 [ FRjik# MF063651 MF064208 MF065307 MF064770

Rottboellia cochinchinensis (Loureiro) Clayton
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ELGES Wei, Li, Zhang(2) 2014821 &7/l  MF063652 MF064209 — —
Rottboellia cochinchinensis (Loureiro) Clayton

PI3 Saccharum arundinaceum Retz. Yao, Li, Wei 20141359 Wi MF063653 MF064208 MF065308 MF064771
I3 Saccharum arundinaceum Retz. Yao, Li, Wei 20141450 MK MF063654 MF064209 — —

PL3F Saccharum arundinaceum Retz. Yao, Wei 20150092 IR MF063655 MF064210 — MF064772
% Salicornia europaea L. Yao, Wei 20150435 TR MF063453 MF064211 MF065309 MF064773
Eh ¥ Salicornia europaea L. Yao, Wei 20150841 WHIAHL  MF063454 MF064212 MF065310 MF064774
2L Salicornia europaea L. Liu 1ef20150507-6 JPEdb#E MF063455 MF063989 MF065099 MF064551
TR Salsola komarovii Tljin Yao, Li, Wei 20151159 LT B MF063457 MF063997 MF065100 MF064552
ToAEESE Salsola komarovii Iljin Yao, Wei, Yang 20151369  JLH#E=#E MF063458 MF063999 MF065102 MF064553
T B3 Salsola komarovii Iljin Wei, Li, Zhang(1) 2014296  ILZ %R, MF063459 MF063993 MF065107 MF064554
ToEE 2 Salsola komarovii Iljin Wei, Li, Zhang(1) 2014373 [LZ<3E3€  MF063460 MF063994 — MF064555
TiEEL Salsola komarovii Tljin Yao, Li, Wei 20151062 LT KE  MF063461 MF063995 MF065103 MF064556
TosEEE Salsola komarovii Iljin Yao, Li, Wei 20151070 L RKi#E MF063462 MF063996 MF065104 MF064557
TR Salsola komarovii Tljin Yao, Li, Wei 20151264 MILZR R MF063463 MF063998 MF065105 MF064558
Jil¥b3% Salsola tragus L. Yao, Li, Wei 20151225 ILF#HiI % MF063464 MF064000 MF065106 MF064559
HybiE Salsola tragus L. Yao, Wei, Yang 20151307  Ji[JbZE £ 5 MF063465 MF064001 MF065108 MF064560
Hil¥b3% Salsola tragus L. Yao, Li, Wei 20151209 ILTHIFE S MF063466 — MF065109 MF064561
Y% Sauropus bacciformis (L.) Airy Shaw Yao, Zhang(1) 20141066 J PJtiF  MF063845 MF064402 MF065110 MF064562
¥ Sauropus bacciformis (L.) Airy Shaw Yao, Li, Wei 20141248 HFXE  MF063846 MF064403 MF065111 MF064563
Y Sauropus bacciformis (L.) Airy Shaw Yao, Li, Wei 20141572 WHIZRJT MF063847 MF064404 MF065484 MF064951
% Sauropus bacciformis (L.) Airy Shaw Yao, Wei 20150011 JTHRIENT MF063848 MF064405 MF065485 MF064952
Y% Sauropus bacciformis (L.) Airy Shaw Yao, Wei 20150425 JTARFEM MF063849 MF064406 MF065486 MF064953
M Scaevola sericea Vahl Yao, Li, Wei 20141255 WRXE MF063850 MF064407 MF065487 MF064954
HiYEH Scaevola sericea Vahl Yao, Li, Wei 20141305 #rE7iT  MF063851 — MF065488 MF064955
g Scaevola sericea Vahl Yao, Li, Wei 20141491 HFEEK  MF063852 MF064408 MF065489 MF064956
M Scaevola sericea Vahl Yao, Li, Wei 20141629 HHEYL  MF063853 MF064409 MF065490 MF064957
A Scaevola sericea Vahl Yao, Wei 20150386 AR MF063854 — MF065491 MF064958
W% Scutellaria strigillosa Hemsl. Wei, Li, Zhang(1) 2014362  IIZR%ERK — MF064410 MF065492 MF064959
VoM %s Scutellaria strigillosa Hemsl. Wei, Li, Zhang(1) 2014407 (L AREHX — MF064411  MF065493 MF064960
WMEEE % Scutellaria strigillosa Hemsl. Yao, Li, Wei 20151205 WT#iEs — MF064412 MF065494 MF064961
#5145 Sesuvium portulacastrum (L.) L. Yao, Zhang(1) 20141024 JoUEIb#E MF063855 MF064413 MF065495 MF064962
D 15 Sesuvium portulacastrum (L.) L. Yao, Li, Wei 20141457 WIS /K MF063856 MF064414 MF065496 MF064963
#5145 Sesuvium portulacastrum (L.) L. Yao, Li, Wei 20141615 HF BT MF063857 MF064415 — MF064964
D15 Sesuvium portulacastrum (L.) L. Yao, Wei 20150020 JTZRIT MF063858 MF064416 — MF064965
#5145 Sesuvium portulacastrum (L.) L. Yao, Wei 20150158 JTZRIT. MF063859 MF064417 — MF064966
KHEE Setaria faberii Herrm. Wei, Li, Zhang(1) 2014597 @744  MF063632 MF064213 — MF064967
KHRE Setaria faberii Herrm. Wei, Li, Zhang(1) 2014628 @74  MF063633 MF064214 — MF064968
HEHE Setaria viridis (L.) Beauv. Yao, Wei, Yang 20141539 Ji[JbZ= 2 & MF063656 — MF065311 —
M E Setaria viridis (L.) Beauv. Yao, Li, Wei 2014231 WTZE  MF063657 MF064216 MF065312 MF064775
M Setaria viridis (L.) Beauv. Wei, Li, Zhang(1) 2014315 [LZR%€%  MF063658 MF064217 — —
M Setaria viridis (L.) Beauv. Wei, Li, Zhang(1) 2014399 (LIZ:3%3€  MF063659 MF064218 MF065314 MF064777
JIEE#E Setaria viridis (L.) Beauv. Wei, Li, Zhang(2) 2014716 @& T  MF063660 MF064219 MF065315 MF064778
HAEKE Spartina alterniflora Lois. Yao, Li, Wei 2014240 WNTZE  MF063664 MF064223 MF065316 MF064779
HAe K% Spartina alterniflora Lois. Wei, Li, Zhang(1) 2014514 ILZRKRE  MF063665 MF064224 MF065317 MF064780



DNA

http://www.biodiversity-science.net/CN/10.17520/biods.2017164

, 2017, 25 (10): 1095- 1104.

LYbL i RELIRES KA B [#5 GenBank accession

Specise name Collecter/Voucher Numbers Locality TS matK rbel trnH-psbA
HAekE Spartina alterniflora Lois. Wei, Li, Zhang(2) 2014580 #E& 74  MF063666 MF064225 — —
HAEKE Spartina alterniflora Lois. Wei, Li, Zhang(2) 2014601 @& F4E  MF063667 MF064226 MF065320 MF064784
HA6KE Spartina alterniflora Lois. Wei, Li, Zhang(2) 2014749  #E& T  MF063668 MF064227 — MF064785
HAeKH Spartina alterniflora Lois. Wei, Li, Zhang(2) 2014805 @M  — MF064228 — —
HALKE Spartina alterniflora Lois. Yao, Wei 20150025 IR — MF064229 — MF064786
HA6KE Spartina alterniflora Lois. Liu 20150507 _7 MF063669 MF064230 MF065321 —
HAEKE Spartina alterniflora Lois. Yao, Wei 20150622 AR MF063670 MF064231 MF065322 MF064787
HAEKE Spartina alterniflora Lois. Yao, Wei 20150835 WAL — MF064232 MF065323 MF064788
Z W75 Spinifex littoreus (Burm. f.) Merr. Yao, Zhang(1) 20141010 J"PidLiF  MF063671 MF064233 MF065324 MF064789
Z .75 Spinifex littoreus (Burm. f.) Merr. Yao, Li, Wei 20141301 WEH I MF063672 MF064234 MF065325 MF064790
F 575 Spinifex littoreus (Burm. f.) Merr. Yao, Li, Wei 20141462 HEREK MF063673 MF064235 MF065326 MF064791
Z 5.7 Spinifex littoreus (Burm. f.) Merr. Wei, Li, Zhang(2) 2014860 @&/ MF063674 MF064236 MF065327 MF064792
XU FUESE Sporobolus diander (Retz.) Beauv.  Yao, Li, Wei 20141408 WET MF063675 — MF065328 —

WA ESE Sporobolus diander (Retz.) Beauv. Wei, Li, Zhang(1) 2014702 &#FE  MF063676 MF064237 — MF064793
X B ESE Sporobolus diander (Retz.) Beauv.  Yao, Wei 20150047 JTHIMIT  MF063677 MF064238 MF065329 MF064794
WA R Sporobolus diander (Retz.) Beauv. Yao, Wei 20150281 T"HRHEJ  MF063678 MF064239 MF065330 MF064795
XS FUESE Sporobolus diander (Retz.) Beauv.  Yao, Wei 20150363 J"RMEM MF063679 — MF065331 MF064796
BRESE Sporobolus fertilis (Steud.) W. D. Clayt. Wei, Li, Zhang(2) 2014592  #&& T4  MF063680 MF064240 MF065332 MF064797
JEESE Sporobolus fertilis (Steud.) W. D. Clayt. Yao, Wei 20150411 JUHEE MF063681 MF064241 MF065333 MF064798
i 5 ESE Sporobolus virginicus (L.) Kunth  Yao, Li, Wei 20141451 /K MF063683 MF064242 MF065334 MF064799
s ESE Sporobolus virginicus (L.) Kunth ~ Yao, Li, Wei 20141568 WFIATT  MF063684 MF064243 MF065335 MF064800
h 5 ESE Sporobolus virginicus (L.) Kunth ~ Wei, Li, Zhang(2) 2014639 @@ 7{E — MF064244 MF065336 MF064802
hit5ESE Sporobolus virginicus (L.) Kunth ~ Wei, Li, Zhang(2) 2014807  f@&tiEM — — MF064245 MF065337 MF064803
hH R ESE Sporobolus virginicus (L.) Kunth  Yao, Wei 20150074 JUARENT — MF064246 — MF064804
iR 4§ Stachytarpheta jamaicensis (L.) Vahl.  Yao, Zhang(1) 20141019 SR — MF064418 MF065338 MF064805
R 4§ Stachytarpheta jamaicensis (L.) Vahl.  Yao, Li, Wei 20141260 R XE  MF063860 MF064225 — MF064806
R4 Stachytarpheta jamaicensis (L.) Vahl.  Yao, Li, Wei 20141570 WFIATT  MF063861 MF064226 MF065497 MF064969
¥ Stachytarpheta jamaicensis (L.) Vahl.  Yao, Wei 20150042 JUREET — MF064227 MF065498 MF064970
R HF Stachytarpheta jamaicensis (L.) Vahl.  Yao, Wei 20150377 TR MF063862 MF064420 MF065499 MF064971
i 5H83% Suaeda australis (R. Br.) Moq. Wei, Li, Zhang(1) 2014612 #&#& 7%  MF063470 MF064421 MF065500 MF064972
/7% Suaeda australis (R. Br.) Moq. Wei, Li, Zhang(1) 2014614  #&# T  MF063471 MF064422 MF065501 MF064973
B J7183% Suaeda australis (R. Br.) Mogq. Wei, Li, Zhang(1) 2014636 @ T/  MF063472 MF064005 MF065115 MF064567
FJ7183% Suaeda australis (R. Br.) Moq. Wei, Li, Zhang(1) 2014815  #E@ M MF063473 MF064006 MF065116 MF064568
FiJ7i%3% Suaeda australis (R. Br.) Moq. Yao, Wei 20150261 T"HRHEJ  MF063476 MF064007 MF065117 MF064569
B /7% Suaeda australis (R. Br.) Mog. Yao, Wei 20150010 JTREM  MF063474 MF064008 MF065118  MF064570
B J7M% Suaeda australis (R. Br.) Moq. Yao, Wei 20150157 JUARML MF063475 MF064009 MF065121  MF064573
B /7% Suaeda australis (R. Br.) Mog. Yao, Wei 20150434 JTZREGE MF063477 MF064010 MF065119 MF064571
FMJ7H43% Suaeda australis (R. Br.) Mog. Wei, Li, Zhang(1) 2014513 (HZ%E  MF063469 MF064011 MF065120 MF064572
B J7183% Suaeda australis (R. Br.) Mogq. Yao, Zhang(1) 20141025 JoUhdb#F MF063467 MF064012 MF065122 MF064574
B 7% Suaeda australis (R. Br.) Mogq. Yao, Wei(1) 20150831 WHIF-L MF063480 MF064013 — MF064566
% Suaeda glauca (Bunge) Bunge Yao, Li, Wei(1) 2014235 WHTZZ  MF063481 MF064014 — MF064564
Ti% Suaeda glauca (Bunge) Bunge Wei, Li, Zhang(1) 2014291  (LZRZRE MF063482 MF064015 — MF064577
fifi3% Suaeda glauca (Bunge) Bunge Yao, Wei 20150609 WHLIRW, — MF063484 MF064016 MF065127 MF064578
B%3% Suaeda glauca (Bunge) Bunge Wei, Li, Zhang(1) 2014374 (1Z:3%3€  MF063483 MF064017 MF065128 MF064579
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% Suaeda glauca (Bunge) Bunge Yao, Wei 20150824 WHIAHL  MF063485 MF064019 — MF064581
3% Suaeda glauca (Bunge) Bunge Yao, Li, We 120151009 T K#E  MF063486 MF064018 MF065129 —

B#3% Suaeda glauca (Bunge) Bunge Yao, Li, Wei 20151089 W K%E MF063487 MF064020 — MF064582
% Suaeda glauca (Bunge) Bunge Yao, Li, Wei 20151147 ILFHIP Y MF063488 MF064021 MF065130 MF064583
3% Suaeda glauca (Bunge) Bunge Yao, Wei, Yang 20151256  {H[JbZE 2 5 MF063489 MF064022 MF065131 MF064584
Ti% Suaeda glauca (Bunge) Bunge Yao, Wei, Yang 20151317 {LJ5EZ# MF063490 MF064023 MF065132  MF064585
THHH%E Suaeda salsa (L.) Pall. Yao, Li, Wei 2014236 WLZ83%  MF063492 MF064024 MF065133 MF064586
% Suaeda salsa (L.) Pall. Wei, Zhang(1) 2014273 b#ER MF063493 MF064025 MF065134 MF064587
hithBlTE Suaeda salsa (L.) Pall. Wei, Li, Zhang(1) 2014348 LM MF063494 MF064027 MF065136 MF064589
hHhBEZ%E Suaeda salsa (L.) Pall. Wei, Li, Zhang(1) 2014488 L4 A%  MF063495 MF064028 MF065137 MF064590
hHhBR%E Suaeda salsa (L.) Pall. Yao, Li, Wei 20151120 TP K#E  MF063496  MF064029 MF065135 MF064591
hHBH% Suaeda salsa (L.) Pall. Yao, Li, Wei 20151216 TT#iE s — MF064030 MF065138 MF064592
g% Suaeda salsa (L.) Pall. Yao, Wei, Yang 20151301  Ja[dtZR 25 MF063497 MF064031 MF065140 MF064593
g% Suaeda salsa (L.) Pall. Yao, Wei, Yang 20151338  JLrEREE — MF064032 MF065141 MF064594
g% Suaeda salsa (L.) Pall. Yao, Wei, Yang 20151401  JL.73ih3  MF063498 MF064033 MF065142 MF064595
%A Tetragonia tetragonioides (Pall.) Kuntze ~ Wei, Li, Zhang(1) 2014579 g5/  — MF064034 MF065143 MF064596

4 Tetragonia tetragonioides (Pall.) Kuntze ~ Wei, Li, Zhang(1) 2014720 45T  MF063863 MF064035 MF065144 MF064597

%A Tetragonia tetragonioides (Pall.) Kuntze ~ Wei, Li, Zhang(1) 2014781  ##ZEM  MF063864 MF064423 MF065502 MF064974
%4 Tetragonia tetragonioides (Pall.) Kuntze ~ Yao, Wei 20150027 JTHRINT MF063865 MF064424 MF065503 —

A5 Tetragonia tetragonioides (Pall.) Kuntze  Yao, Wei 20150599 WITIEM  MF063866 MF064425 MF065504 MF064975
251 ¥ Tournefortia sibirica L. Wei, Li, Zhang(1) 2014294 (LI Z:%8/%  MF063867 MF064426 MF065505 MF064976
fib 51 % Tournefortia sibirica L. Wei, Li, Zhang(1) 2014370 1L RE¥R — MF064427 MF065506 MF064977
5 51 ¥ Tournefortia sibirica L. Yao, Li, Wei 20151077 LrRiE — MF064428 — MF064978
51 ¥ Tournefortia sibirica L. Yao, Wei, Yang 20151366 {L753i%E s MF063868 MF064429 — MF064979
BlxE Tripolium vulgare Nees Yao, Li, Wei 2014241 WLZE3%  MF063869 MF064430 MF065507 MF064980
B%E Tripolium vulgare Nees Wei, Zhang(1) 2014261 ¥R MF063870 MF064431 MF065508 MF064981
W% Tripolium vulgare Nees Yao, Li, Wei 20151222 ILT#HIM B MF063871  MF064432  MF065509 MF064982
Bl Tripolium vulgare Nees Yao, Wei, Yang 20151287 i bZZ 2 MF063872 MF064433 MF065510 MF064983
B@zd Tripolium vulgare Nees Yao, Wei, Yang 20151315 {L.77&E=# MF063873 MF064434 MF065511 MF064984
FLH-E£5H Vitex rotundifolia L. Yao, Zhang 20141009 I PEAb#E  MF063874 MF064435 MF065512 MF064985
BAH-E 3 Vitex rotundifolia L. Yao, Li, Wei 20141259 WFECE MF063875 MF064436 MF065513 MF064986
BAIH- 838 Vitex rotundifolia L. Wei, Li, Zhang(1) 2014301 1% MK  MF063876 MF064437 MF065514 MF064987
&3] Vitex rotundifolia L. Yao, Wei 20150597 WHTIEM  MF063877 MF064438 MF065515 MF064988
& Vitex rotundifolia L. Yao, Li, Wei 20151191 LT B MF063878  MF064439 MF065516  MF064989
T E#E Wikstroemia indica (L.) C. A. Mey Yao, Zhang(1) 20141031 [TPEdLE MF063879 — MF065517 MF064990
T AFE Wikstroemia indica (L.) C. A. Mey Yao, Li, Wei 20141644 #WEEYL  MF063880 MF064440 MF065518 MF064991
T 8 E Wikstroemia indica (L.) C. A. Mey Wei, Li, Zhang(1) 2014765 #&#-FE  MF063881 MF064441 MF065519 MF064992
T EFE Wikstroemia indica (L.) C. A. Mey Yao, Wei 20150725 WHLIRWE  MF063882 MF064442 MF065520 MF064993
T aFE Wikstroemia indica (L.) C. A. Mey Yao, Li, Wei 20151021 LK% MF063883 MF064443 MF065521 MF064994
VA5 ZE R Zoysia matrella (L. ) Merr. Yao, Wei 20150054 JTRIEVT MF063685 MF064444 MF065522 MF064995
V45288 Zoysia matrella (L. ) Merr. Yao, Wei 20150680 TRl MF063686 MF064445 MF065523 MF064996
ik ZE 8B Zoysia sinica Hance Yao, Li, Wei 20141283 HExE — MF064247 MF065339 MF064807
A ZE 8B Zoysia sinica Hance Yao, Wei 20150215 JTHRHEI  MF063687 MF064248 MF065340 MF064808

rhtEgE 2R B Zoysia sinica Hance Yao, Wei 20150451 T HREE MF063688 MF064249 MF065341 —
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A ZE 8B Zoysia sinica Hance Yao, Wei 20150542 WiTimM  MF063689 MF064250 MF065342 MF064809
rRAELEZREL Zoysia sinica Hance Yao, Wei 20150710 WLHEY  MF063690 MF064251 MF065343 MF064810

Li: 27K, Wei: 2105, Yao: WISFE, Zhang(1): 5K¥R, Zhang(2): 3KWNFY, Yang: # ¥ %,

Liu: X 3%:; —: data not obtained.
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Appendix 2 PCR amplification system of the candidate barcoding fragments

, 2017, 25 (10): 1095- 1104.

ITS matK rbcL trnH-psbA
10xBuffer (Mgcl, free) 2.5uL 2 uL 2.5uL 2 uL
Mgcl, (25 mM) 1.5uL 0.6 uL 2.5uL 2 uL
dNTP (2.5 uM) 0.5 uL 32uL 4 uL 3.2uL
Taq polymerase (2.5 U/uL) 0.5 uL 0.4 uL 0.5 uL 0.4 uL
Primers (10 pmol/uL) 0.5uL 1 pL 1 pL 1 pL
DNA template 1puL 1 pL 1 pL 1 uL
ddH,0 To 25 L To 25 uL To 25 uL To 25 uL
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Appendix 3  Amplification Protocol and Primers Information

Jr Bt Fragment 5|4%) Primers Y HEFEF Amplification Protocol

ITS 18sdir: CGTAACAAGGTTTCCGTA 94°C 4 min; 94°C 1 min; 50°C 45s; 72°C 1 min
ITS4: TCCTCCGCTTATTGATATGC (White et al, 1990) 30 cycles; 72°C 5 min

matK matK 3F-KIM: CGTACAGTACTTTTGTGTTTACGAG 94°C 1 min; 94°C 30s; 52°C 20s; 72C 50 s
matK IR-KIM: ACCCAGTCCATCTGGAAATCTTGGTTC 35 cycles; 72°C 5 min

(http://barcoding.si.edu)
matK 390F: CGATCTATTCATTCAATATTTC
matK 1326R: TCTAGCACACGAAAGTCGAAGT*

rbcL rbcL a-f: ATGTCACCACAAACAGAGACTAAAGC 95°C 4 min; 94°C 30 s; 55°C 1 min; 70C 1 min
rbcL a-r: CTTCTGCTACAAATAAGAATCGATCTC 35 cycles; 54C 1 min
(Kress & Erickson 2007)

trnH-psbA trnH: CGCGCATGGTGGATTCACAATCC (Tate & Simpson 95C 4 min; 94C 30s; 55C 1 min; 72°C 1 min
2003) 35 cycles; 72°C10 min

psbA: GTTATGCATGAACGTAATGCTC (Sang et al, 1997)
RABTE YA RS R KEAE AT, 2 ICuénoud % (2002)

* Primers for Poaceae, Vitex rotundifolia and Euphorbia atoto. see Cuénoud et al, (2002)






