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Appendix 1  Photos of experimental plots
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Appendix 2 Effects of shrub and tree root deprivation relative to root retention on the richness of omnivores,
eukaryvores, detritivores, and bacterivores. Solid points indicate statistically significant effects (P<<0.05), and error

bars represent 95% confidence intervals.
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Appendix 3 Results of hierarchical partitioning based on redundancy analysis (RDA) performed with the rdacca.hp
package. Adjusted R? values indicate the independent contribution of litter removal and root deprivation to soil
physicochemical properties and microbial resource diversity, estimated by averaging effects across all possible

predictor combinations.
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Appendix 4  Results of hierarchical partitioning based on redundancy analysis (RDA) performed with the rdacca.hp
package. Adjusted R? values indicate the independent contribution of litter removal and root deprivation to the

richness of each protist functional group, estimated by averaging effects across all possible predictor combinations.



