BUGEE, FRicom, RHMEH, SR, ok, TR, MK (2026) PHREHIX FAGLHR 1A DNA #2152 FEVEATRE BN, LM% #1E, 34, 26003.
https://www.biodiversity-science.net/CN/10.17520/biods.2026003.

i

Appendix 1

KA ZEEBMEARBERTE 22 AT SR 10 A
Table A Polymorphic information and haplotype distribution of the 22 indigenous chicken populations

LiRigi EZ N DASEIAE B AR (CMEED)

Haplotype  Location of polymorphic sites Total Breed (individuals)
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NC007237 TTCTTACGTTCATCCCTAGACGCCATCTCTGAACCCCACTCCATCGATTATA
CCTTACTCTTATGGGTCG

Al Co T........ T..TC..A....... TC..... A 150 CK1,CS3,DN1,JY6,NC17,PJ13,

PW7,PX38,QD5,SN5,5711,
WL15,XS2,YJ7,YL2,ZF8

A2 Co T........ T..TC..A....... TC..... Ao Coviiiin 52 CK2,PW3,5737,ZF1

A3 CC........... T........ T..TC..A....... TC..... A 43 CH21,DL14,238

A4 C...G....... T........ T..TC..A....... TC..... A 27 CK5,NC1,PW1,WL8,YJ7,ZF5

A5 Co...T...... T........ T...TC..A....... TC..... A A 23 CK7,JY3,NC3,SN1

A6 C...G....... T........ T..TC..A....... TC..... Ao AL 15 PW3,SZ21,WL8,ZF3

A7 Co T........ TT..TC..A....... TC..... A 14 CK9,NC2,XS1,ZF2

A8 Coi T..... G..T...TC..A....... TC..... A 13 AJ4,WL6,YJLYL2

A9 Coo T...... T.T..TC..A....... TC..... A 10 PX1,XS9

Al0 Coo T........ T...TC..A....... TC..... A..... T 8 AJ5,CS1,PJLYIL

All Coooviiiii. T........ T..TC..A....... T...... A 8 DW8

Al2 CC........... T........ T...TC.......... TC. T 6 JY6

Al3 C...G....... T........ T..TC..A....... TC..... A Tl 5 CK5

Al4 Coi T........ T..TC..A....... TC..... Ao A .. 5 DN1,NC2,ZF2

Al5 Co T........ T....C..A....... TC..... Ao Covri 3 CK3

Al6 C..... A T........ T..TC..A........ C..... Ao T 3 CK3

Al7 C...G....... T........ TT..TC..A....... TC..... A 3 CK1,571,WL1

Al8 Coi T........ T..TC..A....... TC..... AG.. .. 3 NC1,PW2

Al9 C...G....... T........ T..TC..A...T...TC..... A 3 WL3

A20 C..C........ T........ T..TC..A....... TC..... Ao G 3 XS3

A21 Coool T..T..... G.T...TC..A....... TC..... A 2 CK2

A22 CC........... T........ T...TC.......... TC.T...A. 2 JY2

A23 Co T........ T..TC..A....... TC..... A..C.......... A..... 2 ZF2

A24 Coi T........ T..TC..A....... TC..... Ao Ao 1 CK1

A25 Coooiiiii. T........ T...T...A....... TC..... A 1 NC1

A26 o T..TC..A....... TC..... A 1 PJ1

A27 CT...l. T........ T..TC..A....... TC . 1 PW1

A28 Coi T...G....T...TC..A....... TC..... A 1 PW1

A29 Coo T........ T..TC..A....... TC . 1 SN1

A30 C..C........ T........ T..TC..A....... TC. 1 SN1
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A3l Co T........ TT..TC..A....... TC..... Al G.......
A32 .C...G....... T........ T..TC.CA....... TC..... A
A33 Co T, T..TC..A....... TC..... Ao G.......
A34 CC.......... CT........ T..TC..A....... TA..... A
A35 Co T........ T..TC..A.G..... TCT....A........ CC..ooviinn.
A36 Co T........ T...TC..A........ C..... A
BT . Al TT..TC..A....... TC.T...A. ... A. A
B2 .. Ao TT..TC..A....... TC.T...A ... A
B3 .. Ao TT..TC..A..T...TC.T... Ao, A A
B4 ... A TT..TC..A....... TC.T...A ..., A A A
BS . A TT..T...A...T..TC.T...A ... A A
B6 ... Ao TT..TC..A....... TC.T...A......... C........ A A
B7 Al TT..TC..A....... TC.T...A....... AL A
B8 ... Ao TT..TC..A....... TC. T A.A
BO .. Ao A...TT..TC..A....... TC.T...A. ., A
B1O ... Ao G..TT..TC..A....... TC.T...A ..., A A
B11 ... Ao TT...C..A....... TC.T...A ... A. A
B12 ... Ao TT..AC..A....... TC.T...A ... A
B13 ... Ao TT.. TC.......... TC.T...A. ... A
B14 ... Ao TT.TC.A..T... TC.T...A.................... A A
B1S ... Ao TT.. TC.CA....... TC.T...A. ... A
B16 ... Ao TT.TC..A..T..TC.T...A.................. A.A A
B17 ... Ao TT..TC..A....... TC.T...AG................... A A
B18 C...... Ao TT..TC..A....... TC.T...A. ... A
B19 ... Ao TT.TC.A... T.TC.T...A ..., A A
B20 ... Ao TT..TC..A....... TC.T...A............... C....... A
B21 ... Ao TT.TC..A........ C.T...A.................. A.A.A
Cl A C.......... T TC...............
cz Aol Al C......ot T...... A TC...............
C3 Ao T...... AL TC.........ot.
c4 L Ao A C.......... T TC..........l.
C5 AL C.......... T TC.......... A

C6 Ao T TC.......
CrT AL C.......... T TC......... AL
C8 A..G..C..A....... T TC...............
CoO A C.......... Tl C..TC...............
C10 AL C..A....... T TC...............
Cl1 A C.......... TC..... Aol TC......... A
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XS1

XS1
CS4,DN28,DW6,JY2,NC3,QD4,
SN1,XS11,ZF6
CH3,CS2,DL6,DN8,JY14,NCS,
QD7,SN3,WL1,XS2,ZF6,2J2
CH6,DL9,DW6,NC1,PJ3,SZ1,
WL1,XS1,ZF1,2J9
CK2,DN3,NC6,PX1,QD4,WL2,
XS3,YL1,ZF6

DW8

PX1,XS4

SN1,XS2,YJ1

QD3

NC2

DN1

LP1

NC1

PJ1

QD1

XS1

XS1

XS1

XS1

XS1

ZF1

ZF1
CS2,DN3,NC1,QD4,SN2,XS15,
YJ2,YL1

PX1,SN1,XS3

XS5

CK1,XS3

CS1,SN1,XS1

NC3

NC1,XS1,ZF1

PX3

SN2,ZF1

SN1,ZF1

XS1,ZF1

XS2
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Cl3 A C.......... T TC..T.......oit
ci4 T...... Ao T TC...ooiii
Dl A..C........ T
D2 A
D3 A..C........ T...... A
D4 L Co T A ... A...G....... Ao
Ds .. Co A T Ao o
El Co A T...... Ao T........ T
E2 GG Al T...... Ao T T.
E3 Co Ao T T A...T
E4 Coovviiiiii, T....... Ao T...... Ao T AT
ES C..G...ooviii, Ao T..... TA........... T........ T
E6 C Co A T...... A T T
E7 Co A T...... AC........... T........ T
E8 Cooviiin, T..... A T...... Ao T........ T
EQ9 Co C..A....... T..... TA............. T........ T
EI0 ... Co A T...... Ao AT........ T
E11 Co A T...... Ao T..G..... T
FL TC...... T.C Al T.TC..A............. T A..CT
F2 TC...... T.C Al T.TC..A............ CT....A..CT
F3 TC...... T.C Al T.TC..A........... T.T A..CT
F4 TC...... T.C A T.TC..A............. T..G.A..CT
F5 TC........ C AG...... T.TC..A............. T....... CT
F6 TC........ o A T.TC..A............. T....... CT
Fr TC...... T.C....A....... T.TCA A ............ T..G.A..CT
F8 TC...... T.C Ao TC..A............. T A..CT
GrL A A.ATT.T.C.A............. T........ T
G2 AT A..AT.T.T.C.A...... T...... T.o....... T
G3 A A ATT.T.C.A.C.......... T........ T
G4 A A.ATT.T.C.A............ TC....... T
Gs A A ATT.T.C.AC........... T........ T
G6 ... A ATT.T.C. A ............ T AT
Gr A T...A...ATGT..T...A............. T.o....... T
Gg8 L A ATT.T.CA. ............ T........ T
Gy A A.ATT.T.C.A............. T AT
G10 C..A ... A.ATT.T.C.A............ T.o....... T
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SN1

XS1

SN11

DwW3

SN3

CK2

XS2
AJ38,CK8,CS17,DN13,DW4,
LP2,NC6,PJ4,PX3,QD21,SN2,
SZ8,WL13,XS8,YJ17,YL6,ZF2
CK9,CS8,DN2,JY1,LP1,NC1,
PJ3,PW1,QD3,SN8,SZ1,WL2,
XS1,YJ5,YL2
CK2,PX16,QD5,YJ3
AJ3,CS7,SN7
DN1,QD4,YJ5,YL1,2]1
CS1,DN1

JY1,YJ4

YL4

JY2

XS1

Y1

AJ2,JY2,LP11,PJ8,YJ4
DW?25,PJ2

AJ6

LP3

LP2

LP2

DL1

PJ1

JY18,NC1,PJ5,YJ1,ZF3

PJ5

JY3

LP3

AJ3

LP2

LP2

LP1

NC1

PJ1

5] 5 o~ -5 B RINC007237 575 A8 R B

Dots (.) denote identity with the reference sequence (NC007237).
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F B PHRFHLX 11 AN 53 iR ) NCBI ¥l 2 B s 5
Table B NCBI accession numbers for 11 indigenous chicken breeds in Southwest China

e Rl NCBI &% 5
Breed Number of NCBI Accession Number
sequences
1 %% 4 49 3% Wumeng black-bone 16 AY466000-AY466003, GU447953, GU447955-GU447960, GUAA7966—
chicken GU447970
1 238 Zhuxiang chicken 32 KX781318, MH923638-MH923668
IHBE 2 Jiuyuan black chicken 40 MN381426—MN381465
K Z 7 Miyi chicken 39 MN381466—MN381504
PO I 3 55 %8 Sichuan mountain 12 AF512261-AF512272
black-bone chicken
AR Shimian caoke chicken 63 AF512091-AF512107, MN381561-MN381606
PEXUER 4% Xishuangbanna game 42 AB098664—-AB098666, AY588629-AY588635, AY728085, GU447659—
chicken GU447687, GU447758, GU448658
JEPEX Nixi chicken 26 AF512246—-AF512254, GU261710-GU261711, MH513055—MH513069
VIR Shengou chicken 16 GU447988-GU447995, GU448240-GU448247
P Tengchong white chicken 45 AY392296—AY392340
7% Wuding chicken 67 AF512292-AF512298, CM061878, GU261676, GU448069—-GU448109,

GU448248, GU448261, GU448659—-GU448665, GU448705—-GU448712




