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Appendix] Statistics on the morphological parameters of desert shrubs

Y& FEA) Al faT R JEL 5 (m) H14% (cm) B (m)
Plant genus  Plant species Abbreviation  Crown width ~ Ground diameter ~ Tree height
KRR R Ha 2314021  24.00+13.00 2.87+0.33
Haloxylon Haloxylon ammodendron
AR Hp 2.69+0.64  28.00+10.00 2.53+1.37
Haloxylon persicum
VE R MIE U S Cj 2.25+0.79 15.00 = 4.00 1.56 £0.10
Calligonum  Calligonum junceum
PR INIEGES Ce 249+043  21.00+7.00 3.12£0.70
Calligonum caput medusae
) Z R Tr 2.54+040  29.00+7.00 2.94+0.24
Tamarix Tamarix ramosissima
WIS Th 2124023 21.00+8.00 2.25+0.40

Tamarix hispida
FHUE T EIME + iR,

Each value is the mean + standard error.
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Appendix 2 ASV rarefaction curves of endophytic and epiphytic bacteria on the phyllosphere of desert shrubs
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Appendix 3 The top 10 dominant groups in relative abundance within the phyllosphere bacterial commu
nity of desert shrubs. Phyla or families highlighted in blue indicate groups common to both endophytic a

nd epiphytic bacteria.
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Appendix 4 Differences in the relative abundance of dominant bacterial groups between endophytic and epiphytic
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PSR 4
bacteria in the phyllosphere of desert shrubs. (a) Bacterial phyla; (b) Bacterial families. * P <0.05; ** P <(.01; ***

P <0.001.
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Ce Tr Hp Ha Gj Th

MR 5
[EaES

[ASV3856] Sphingopyxis_sp._Geo48
[ASV1451] Klebsiella_pneumoniae
[ASV5412] Klebsiella_pneumoniae
[ASV 1] Methylophilus_methylotrophus
[ASV3] Ligilactobacillus_murinus
[ASV4] Neisseriaceae

[ASV5] Diplorickettsiaceae

[ASV79] Chryseotalea_sanaruensis
[ASV18] Pseudoxanthomonas_mexicana
[ASV88] Hydrogenophaga_intermedia
[ASV272] Streptococcus_mitis
[ASV35] Pseudomonas

[ASV13] Ruegeria_sp.

[ASV223] Escherichia_coli
[ASV3010] Allobaculum

[ASV4718] Rhizobium

[ASV70] Erythrobacter_sanguineus
[ASV7] Caulobacter

[ASV703] Nitrospira_japonica
[ASV2122] Holosporaceae

[ASV43] Gemmobacter_aquaticus

| [ASV3141] Beijerinckia_fluminensis

[ASV2] Brevundimonas

[ASV7399] Parabacteroides_goldsteinii
[ASV8] Neisseriaceae

[ASV8583] Ligilactobacillus_murinus
[ASV108] Cerasicoccus

[ASV709] Microscillaceae

[ASV125] Faecalibaculum_rodentium
[ASV8989] Klebsiella_pneumoniae
[ASV3007] Azospirillales
[ASV755] Paenibacillus_mucilaginosu
[ASV195] Burkholderiaceae
[ASV9021] Diplorickettsiaceae
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[ASV89281] Pantoea_agglomerans
[ASV263418] Acinetobacter
[ASV263419] Acinetobacter
[ASV263420] Acinetobacter
[ASV1953] Neobacillus_niacini
[ASV250932] Bacillus_halosaccharovorans
[ASV256342] Psychrobacter_faecalis
[ASV265153] Izhakiella_capsodis
[ASV265154] Izhakiella_capsodis
[ASV256130] unclassified_Bacteria
[ASV263424] Fredinandcohnia_humi
[ASV117240] Domibacillus_antri
[ASV22037] Metabacillus_litoralis
[ASV260579] Robertmurraya_beringensis
[ASV252163] Planomicrobium_koreense
[ASV256172] Mesobacillus_persicus
[ASV261201] Robertmurraya_korlensis
[ASV246484] Psychrobacter_faecalis
[ASV256164] Bacillus_sp.__in__Bacteria
[ASV249091] Neobacillus_novalis
[ASV246048] Mesobacillus_foraminis
[ASV246685] Bacillus_cheonanensis
[ASV246690] Candidatus_Portiera
[ASV246141] Planococcus_glaciei
[ASV247230] Bacillus_sp._M71_D04
[ASV247880] Fredinandcohnia_humi
[ASV250422] Mesobacillus_foraminis
[ASV245034] unclassified_Bacteria
[ASV246630] Erwinia_persicina
[ASV246091] Erwinia_persicina
[ASV246631] Erwinia_persicina
[ASV799] unclassified_Bacteria
[ASV257622] Pantoea_sp._Potl_f
[ASV2] Cenchrus_americanus
[ASV167] Enterococcus_faecalis
[ASV250929] Enterococcus_faecalis
[ASV23249] Turicibacter_sp._LAG1
[ASV87] unclassified_Muribaculaceae
[ASV8826] Ligilactobacillus_murinus
[ASV9624] Faecalicatena_contorta
[ASV227129] Cenchrus_americanus
[ASV605] Kocuria_polaris

[ASV732] Kocuria_rosea

TOREARSEE AR HEFFINERA(ASYs > 5000 £)DHHRE. (a)NEMEREE; (b)MIELH

Appendix 5 Distribution heatmap of high-abundance bacterial amplicon sequence variants (ASVs > 5000) in

desert shrubs. (a) Endophytic bacterial community; (b) Epiphytic bacterial community.
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Appendix 6 Analysis of a diversity indices of phyllosphere bacterial communities in desert shrubs using the

kruskal-wallis test

o ZHEME AL J& Genus Fh Species
o diversity Ecological niche HEE  FAE  PE HmE  EhE PHE
df ¥> value P value df ¥> value P value

Richness PAE 2 0.95 P>0.05 5 7.75 P>0.05
Endophyte
B 2 21.88 P<0.001 5 26.69 P <0.001
Epiphyte

Shannon WA 2 1.03 P>0.05 5 6.67 P>0.05
Endophyte
B 2 18.79 P<0.001 5 23.39 P <0.001
Epiphyte

Chaol WA 2 0.98 P>0.05 5 7.72 P>0.05
Endophyte
B 2 21.87 P<0.001 5 26.99 P <0.001
Epiphyte

Piclou’s evenness WA 2 0.83 P>0.05 5 4.19 P>0.05
Endophyte
b= 2 17.33 P<0.001 5 22 P <0.001

Epiphyte
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Appendix 8 Results of PERMANOVA statistical tests for phyllosphere bacterial communities in desert shrubs

(based on Bray-Curtis distance)

73 Hr i B 73K F{d R A HHE P
Scope of analysis Taxonomic level F value R? value df P value

J& Genus 1.08 0.06 2 >0.05
P4 Endophyte )

Fh Species 1.09 0.15 5 >0.05

) J& Genus 46.16 0.74 2 <0.001

M4 Epiphyte )

i Species 9.53 0.78 5 <0.001
WA vs A

tEZSH7 Ecological niche 46.75 0.40 1 <0.001

Endophyte vs. Epiphyte

R BR300 T BV AR S O AR L

R? value indicates variation ofbacterial communities explained by grouping.
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Appendix 9 Classification of leaf functional traits in desert shrubs

AR AR N YEILAIR AR ] LA
Leaf functional traits ~ English full name Chinese full name Abbreviation  Unit
i Zotrakd Blade width I B85 BW mm
Morphological traits ~ Blade length MR BL mm
Specific leaf area LE TR SLA cm¥g
Leaf mass per area b= LMA g/cm?
Leaf dry matter content Yl LDMC %
AR Soluble sugar ] PERE SS mg/g
Physiological traits Starch VER ST mg/g
Total phenols SN Phe mg/g
Total flavonoids SLHETR Fla mg/g
TR R Total non-structural carbohydrates S IAELE M MERKLAEY)  TNC mg/g
Nutrient traits Leaf total phosphorus A LTP g/kg

Leaf total carbon W s R LTC g/kg




FHIE, 2igHE, kR, PHAE, Koo (2026) M T 5 DX 5 B AR bR BB 2 FEIEREE. AR 2 RE1E, 34, 25485, doi:
10.17520/biods.2025485. https://www.biodiversity-science.net/CN/10.17520/biods.2025485

Phe +— @+
_—.
LDMC * o
LP+—¢@ i
e
_—.
SS * §
SLA —@ :%
ST +—@ o
Phe . sk
L.DMC . sk
LMA . sk
LTP @ =
HE
IC4+— @ = -
=k
SS+—o g_
)
SIAl— @ = =
ST +—@
0.00 025 0.50 075 1.00

RH R? value

MR 10 TROMTHERELMTTEEARMRAE SME AR ST SNINERF
Appendix10 Redundancy analysis (RDA) was used to screen environmental factors influencing the variation in

phyllosphere endophytic and epiphytic bacterial community structures of desert shrubs
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Appendix 11  Ecological assembly process of phyllosphere bacterial communities in desert shrubs
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Appendix 12 Kruskal-Wallis test of BNTI for phyllosphere bacterial communities in desert shrubs

&SR ITA EY/Go H RIT1E PiA
Ecological niche Taxonomic level df 2 value Pvalue
P4 Endophyte J& Genus 2 3.795 P>0.05
i Species 5 9.34 P>0.05
It E Epiphyte J& Genus 2 7.1737 P<0.05

i Species 5 9.69 P>0.05




