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Appendix |  The base mutation at variation points among different haplotypes of 72 silkworm varieties in this study
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YX TGGATTATTTCACTACATTCC----TTACTCGTGTATCCGGTTGTCATAATT - - — - - - — CTACGCCTTGGGTGTGTGTGTGTGTATTTTCGTAT -AGACTTTGGA |
ALKs ~°°=%  =%TEmmo mEEEe - 1
YDZ TG - 27
ZT T T G - 1
T8 C TGAGTG T G - 7
RX2 TGAGTG T G - 1
F408 A TG - 1
L10 T T G - 1
XSW T G - 1
DXTZ A A T C TT T GT TG- - —---—-—-—-=—=-—-—-—-—-—-- AGAAC TA--- GAT CCCAAT 3
YWX A A T C T T GT TG- - - --—-—---—-—-———-—-— AGAAC TA--- GAT CCCAAT |
QSHN A A T- C T T GT TG -----—----—-—-——-- AGAAC TA--- GAT CCCAAT 1
DWBL A A T C T T T GT TG -—-—---—=-——=——-—-—-——-+- AGAAC TA--- GAT CCCAAT 1
YJHB A A T ccC T T GT TG ------—-——-—-————-- AGAAC TA--- GAT CCCAAT |
DZ A A T C T T GT TG -——-—-—-—--—-—-—-—-——-—-— AGAAC TA--- GAT CCCAAT 6
WZZ A GAAT r ¢ T6 GT - -———-—-—-—-—-— AGAAC TA--- GAT CCCAAT |
RO A I A T T GT---=- ———-—-—-—-—-—-—-—-———— AGAACCTA---AGAT CCCAAT 1
HZ A I A T Ir GT--- - - ———-———-—-—-————— AGAAC TA--- GAT CCCAAT |1
SH A T A T T GT - -=- ———-—-—-—-—-—-—-—-———-— AGAAC TA--- GAT CCCAAT 1
W2 ATTCACCG r GgT TG - ---——-—-—-—-——-————-- AGAAC TA--- GATTCCCAAT 10
74010 ATTCACCG A T GT TG -——-—-—-—--—-—-—-—-—-—-—-— AGAAC TA--- GATTCCCAAT 1
P ATTCACCG A T GT TG -------—-—-—-————-- AGAAC TA--- GATTCCCAAT |1
WD AATTCACCG TAGT TA -------—-—-————— AGAAC TA--- GATTCCCAAT 1
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YX [ ¢ i CTTTTGGGTGTGTGATGTATGTAAAGTACGCTCTCCGATTATTCACAATGGTGACGACG |
ALKS 1
YDZ 27
ZT 1
T8 7
RX2 C 1
F408 1
L10 1
XSW 1
DXTZ TCC GCTTTGCTTTGTGTTTT GGCGAT 3
YWX TCC GCTTTGCTTTGTGTTTTGCTTTGCTTTGTGTTTT GGCGAT 1
QSHN TCC GGCGAT 1
DWBL TCC GGCGAT 1
YIHB TcCC C ~GGCGAT 1
DZ TCC GGCGAT 6
WZZ TCC GGCGAT 1
R9 TCC GGCGAT 1
HZ TCC GGCGAT 1
SH TCC GGCGAT . 1
w2 TCC GGCGAT----—-————————————— — - — — GATC-—---—— - —— - —— - — = — —— — — TCTTT 10
74010 TCC GGCOGAT - — = — — = - — o oo GATC - — - - o oo TCTTT 1
P TCC GOGCGAT = mmmmmmmccmcc e e e === = GATC = m = e e e e e e === TCTTT 1
WD TCC GGCGAT GATC TCTTT 1




