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Appendix | Sequence variation with 44 mtDNA D-loop haplotypes of Alectoris magna

AR A5 A3 S Variable sites
Haplotype 111

1222222222 2222222223 3333333599 9001
0111122333 4444457990 1248999956 8581
4678937567 2345638053 0483459184 4331

CRH1 CGCACGCTTACTTT-CTTCG CCGTTCCCCA CAAC
CRH2 L GC.-T...A.....
CRH3 AL GC AT . TA....
CR H4 LTJGLLGLTLLLACLLL AT
CRH L G.TT..A..GA.T
CRH6 L G..T..AC.GA.T
CRH7 LTG...G..T.C..AC...AGT
CRH8 B [ C R T..TACT..A.T
CRH9 LT.CGC.-T...A. ...
CRHIO L G A
CRH1IL L G.T..A..GA.T

CR H12 T G..T.C...AC...GAGT
CRH1I3 L CG...m Al

CR H14 LGl G T....TAC..A.T
CRH1IS L G,

CRH1I6 L GT.— A

CR H17 LIGLLGL T . TAC.T.A.T
CRH1I8 L e G....

CR H19 LTl G T TACLLALT
CRH20 L G.TT..TA...GA.T
CR H21 LTIGLLGLT.L.TAC..LAT
CRH22 L G.T.T.A..TGA.T
CRH23 L G..T....ACC..GA.T
CRH24 L G..TT...AC..GA.T
CRH2 L TT....,.AC..GA.T
CR H26 AL GLTLLACLLGALT
CRH27 L GC.-T..TA.... T
CRH28 L GC.-T..TA.....

CR H29 T.....G.CT.C..AC..GA.T
CRH30 L G..T..ALAC..GA.T
CR H31

CR H32

CR H33

CR H34

CR H35 .TG...G.CT....,AC..GA.T
CRH36 L G.Cmiiiins
CRH37 L T.G...—....AC.........

CR H38 T..A.G..T.C..ACT.GAGT
CR H39 LG G A
CRH4O L G..—...AC.........

CR H41 T, T...TACT..A.T
CRH42 L G.CT...AC..GA.T
CR H43 T G..T.C..AC..GA.T
CR H44 Tl GCL-To A,

B RBL RO SEFH LA E, RFRESAI A Numbers indicate the postions of variable sites in the sequences, and — represent absent loci.
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Appendix Il Sequence variation with 14 mtDNA CYTB haplotypes of Alectoris magna

SR A5 2 A7 4 Variable sites

Haplotype 1223334 455
4552130335 758
9368268560 010

CYTB H1 GCTCAGATAATTC

CYTB H2 .CG.....

CYTB H3 ACG....

CYTB H4 .C.....G.G

CYTB H5 .C..CG...

CYTB H6 WCon

CYTB H7 T D

CYTB H8 .C....G...

CYTB H9 T

c¢yrBHwo L C..

cytH1L C.

CYTB H12 .C....GG...

CYTB H13 .C..GC.G...

CYTB H14 .C.A.G..

Hrr REZRAGAEFS RIS E Numbers indicate the postions of variable sites in the sequences



