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Appendix 1 Sequences of the primers used in the study

514 ElEZ 2] HI =K EE PN
Primers Primers sequence (5'-3") Product length Reference
L14724-hk3 GGACTTATGACATGAAAAATCATCGTTG
~1,140 bp He et al, 2010
H15915-hk3 GATTCCCCATTTCTGGTTTACAAGAC
COIZBJ-ArtFlc AGATATTGGAACWTTATATTTTATTTTTGG Burgar et al, 2014;
~160 bp
COIZBJ-ArtR2c  WACTAATCAATTWCCAAATCCTCC Clare et al, 2014
ZlaF ATGTCACCACCAACAGAGACTAAAGC
~230 bp Hofreiter et al, 2000
hp2R CGTCCTTTGTAACGATCAAG
23R
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