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Appendix 3  Dissimilarity test of bacterial communities in different groups

A Group MRPP ANOSIM ADONIS

57 1 Type 1 Z5%1 2 Type 2 3 P R P R? P

M Refln K H M Unrefln 0.249 0.165 0.014  0.594  0.055 0.178
KEHAN UnrefOut  0.239 0.077 0.067  0.086  0.060 0.103
FEHiH AbdIn 0.273 0.010 0.145  0.027  0.101 0.012

KEFEA Unrefln KEGHAN UnrefOut  0.240 0.003 0.191  0.004  0.094 0.003
FEHHH AbdIn 0.268 0.001 0237  0.002  0.131 0.001

KIS UnrefOut  FE#FHL Abdin 0.262 0.005 0215  0.005  0.102 0.004

B AN H C SRR, RECEN: AR N ERSCER KR E; S A RN 23 H KRS,
ROFAb: A4 HoR BSO8R FKFEH
Refln: Reformed land inside; Unrefln: Unreformed land inside; AbdIn: Abandonded land inside; UnrefOut:

Unreformed land outside.



