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Appendix 9 Relative abundances of the top 10 bacteria genera with precipitation in the Gurbantunggut Desert. Different letters indicate

significant differences in relative abundance of each bacteria genus among different drought treatments (P < 0.05).

VERE: SR 1] TKI10: Chloroflexi TK10; #\## H JG30-KF-CM45: Thermomicrobiales JG30-KF-CM45; #AFJE B H WD2101_soil _group:
Thermoproteales WD2101_soil_group; i 14 18 Ji& & J&: Nitrospira ; T B 2N 0319-7L14: Actinobacteria 0319-7L14; L34 H 67-14:
Solirubrobacterales 67-14; & #{FF B J&: Bryobacter; K4H J&: Longimicrobium; 325 & 0319-6G20: Oligoflexia 0319-6G20; W& 48 FATF 1 )&:
Vicinamibacteraceae; iK1 *LJEE AL RB41: Pinomonadaceae RB41; £ B[] JG30-KF-CM66: Chloroflexi JG30-KF-CM66; £ |1 MB-A2-

108: Actinobacteriota MB-A2-108 ; 2= i 4¥ Subgroup_7: Holophagae Subgroup_7.



