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Appendix 3 Permutational multivariate analysis of variance (PERMANOVA) statistics testing effects of mean annual precipitation
(MAP) on bacterial communities

A A AL B LR RN [SENEEA ] fR=FE4n
Comparison between groups Whole bacteria Abundant bacteria Rare bacteria
R? P R P R P

FEr P eNw /R AL CNN 0.204 0.008 0.231 0.007 0.172 0.004
KR CNW/ —¥k YZ 0.139 0.073 0.161 0.034 0.154 0.004
KRG CNW/ AR SXS 0.330 0.007 0.374 0.007 0.285 0.004
Fr v CNW / 178 25 SXE 0.298 0.007 0.322 0.007 0.247 0.004
ik NN/ —uh YZ 0.189 0.019 0.203 0.017 0.173 0.007
ik CNN/ A PER SXS 0.269 0.007 0.303 0.007 0.243 0.004
Frgdt CNN/ A PE 4R SXE 0.292 0.007 0.282 0.007 0.206 0.004
—¥h YZ/ A V4R SXS 0.239 0.007 0.273 0.011 0.239 0.004
—¥k YZ /A6 %R SXE 0.215 0.007 0.238 0.007 0.205 0.004
Fi7E%R SXE/ 176 SXS 0.269 0.007 0.271 0.007 0.227 0.004

R s oy MR AR VR AL 3 R ERE JEE o LR SRORAE P < 0.05 K L E R 3 .

R? value indicates variation of bacterial communities explained by grouping. Bold font means the significance at P < 0.05 level.



