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Appendix 1  Assessment of the transcriptome assembly completeness of Didymochlaena trancatula based on BUSCO results

Etf5 Proportion (%) ¥ H Number
58 ¥ [f)BUSCOs Complete BUSCOs 96.1 291
S 38N B —3 U1 [ BUSCOs Complete and single-copy BUSCOs 61.4 186
SERERIINA% IBUSCOs Complete and duplicated BUSCOs 34.7 105
J Bt iJBUSCOs Fragmented BUSCOs 3.0 9
ZJBUSCOs Missing BUSCOs 0.9 3

HJBUSCOs Total BUSCOs 100 303




