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Appendix 2 Codon usage and codon-anticodon recognition pattern for tRNA in the Sanicula orthacantha

SR EMY K W FERER EMT KN W AEER ENT RN B FREER EHT R ERUER
Amino Codon Number £ J1I #lAmino Codon Number f HJ #flamino Codon Number £ /1 #1Amino Codon ~ Number % JI 4f

acid XHE#E  acid SR facid X acid XA
RSCU RSCU RSCU RSCU
Phe UUU 2162 1.19 Ser UCU 1168 1.47 Tyr UAU 1408 1.35 Cys uGU 675 1.23
UUC 1458 081 Ucc 914 115 UAC 674 0.65 uUGC 422 0.77
Leu UUA 1045 1.22 UCA 8% 112 TER UAA 1086 1.16 TER  UGA 934 1.00
UuG 1104 1.29 UCG 618 0.78 UAG 778 083 Trp UGG 708 1.00
Cuu 1100 1.28 Pro CCU 698 1.09 His CAU 908 141 Arg CGU 416 0.74
CUC 655 0.76 CCC 641 1.00 CAC 381 0.59 CGC 255 0.45
CUA 734 0.86 CCA 777 1.21 GIn  CAA 1025 1.39 CGA 569 1.01
CUG 512 0.60 CCG 451 0.70 CAG 455 0.61 CGG 384 0.68
Ile AUU 1737 1.22 Thr ACU 707 1.19 Asn  AAU 1706 1.36 Ser AGU 669 0.84
AUC 1123 0.79 ACC 581 0.98 AAC 794 0.64 AGC 520 0.65
AUA 1424  1.00 ACA 701 1.18 Lys AAA 2088 133 Arg AGA 1098 1.95
Met AUG 818 1.00 ACG 383 0.65 AAG 1044 0.67 AGG 655 1.18
Val GUU 797 1.38 Ala GCU 541 1.29 Asp GAU 1102 143 Gly GGU 585 1.01
GUC 419 0.73 GCC 390 0.93 GAC 438 0.57 GGC 367 0.64
GUA 683 1.18 GCA 467 112 Glu GAA 1375 138 GGA 798 1.38
GUG 409 0.71 GCG 276 0.66 GAG 616 0.62 GGG 557 0.98

RSCU: Z15-7{f HAHXF ME* Relative synonymous codons usage



