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Appendix 1 SSR primer sequence information in the present study

LIRS SR AR M LR Mo R R %

EW514)

Forward primer

51951(5-3)

Primer sequence (5'-3')

S 1514

Reverse primer

5197 51(5-3")

Primer sequence (5'-3")

c85852_g2F
c77256_g2F
c80988_g2F
c80379_g1F
c74878_g2F
c84581_g1F
¢78555_g1F
c79176_g1F
€79307_g1F
€73992_g2F
c86801_g1F
c86637_g1F
€85322_g1F
€89663_g3F
€82270_g1F
c87943_g3F
c84734_g2F
€86626_g1F
c89765_g1F
c83569_g1F
€85914_g4F
€89001_g1F
c88742_g1F
€85177_g1F
c84063_g2F
€85332_g2F
c74633_g1F
c85096_g1F
€89600_g1F
c87400_g1F
c83048_g1F
c75348_g1F
c77231_glF
c78872_glF
c77690_g1F
c76294_g1F
c74097_g1F

TCAGTGCCACAGTTTGGAGA
CTATGGGGATCTTCTGCTGC
TTGGTGAGATTTTGGAAGCC
AGAACGAGGAGCTGAGTTCG
GGTGTTGGAGGATATGGTGC
GTCCATTCTCTTGGTGGCAT
TCCATGGTAGGTCGTTGTGA
GCCAAACCAAACAGTCCCTA
ACGACCACACCGATTGTTCT
GGCAGATGAATGGAGAGAGC
AGATCTCGTATTCCTGCCGA
GCTACCGAAAGACCAAGCAG
ACCATTTGCTGAATGGAAGC
AATTGTCTGGCGGATTGAAC
AAGTGCCACAAATAGGACCG
TTGCAATCAGAAGAACGACG
GAAGACAAAGAGTGGAGGCG
CGGTGGAGTTAGGGTTTTGA
TTCGTCTCTCTGTCTTCCGC
ACCATACCCTCCATGAGCTG
CCAACAGCACTTCTTGTCCA
GGGGTAAACAACGCTGAGAA
CAATAAATCCCCGTGTTTGC
GAAGCTGTGATACGCCACAA
TCGAAGGTTCCAGGATCAAG
AACCCAAGCGACGATTTAGA
GGTGGGAGAAATAAGCGACA
GCTCTTCAAAAGCAGAGGGA
CCTCCGTATCTCTCCCATCA
GTCTCTCCCTCATTCATCGC
TTGCACTTTTCTCGTGATGC
CCGGATCATCTTGAACCACT
TTCATGAACCCTGACCACAA
CAGATCCAACGAACGGAGAT
ATTGCCGCCTTGTCTAAGAA
TAAGGGTGAGGCAGAAGGAA
GCAGCTCCGGTGTTTTTAAG

€85852_g2R
c77256_g2R
c80988_g2R
¢80379_g1R
c74878_g2R
c84581_g1R
c78555_gIR
€79176_g1R
€79307_g1R
€73992_g2R
c86801_g1R
c86637_g1R
c85322_g1R
€89663_g3R
€82270_g1R
c87943_g3R
c84734_g2R
€86626_g1R
c89765_g1R
c83569_g1R
€85914_g4R
€89001_g1R
c88742_g1R
¢85177_g1R
€84063_g2R
c85332_g2R
c74633_g1R
€85096_g1R
€89600_g1R
c87400_g1R
c83048_g1R
c75348_g1R
c77231_glR
c78872_g1R
c77690_g1R
€76294_g1R
c74097_g1R

TGTGGGTGATGGTGAGAGAA
TGTTTCAGACCATCCATCCA
CCAGTCTGCATTGTGCTCAT
GATTTCCACACCCACCAAAC
CTCCTTCACCACCACCACTT
GCCAAAGATGATTTGCCTGT
GATGCATCAAGCAGAGCAAA
GACTTCCCGATCCTTCTTCC
ATTGTTCCTTGGTCGTCGTC
CCCCTTTTCTCTCCCAAGAA
CTCTCCGCCTCAACAGAAAC
GGCGGCGATAGATAATCAAA
TCAGTCGTGTGGGATTTCAA
TTTACGCCATGTGAATCCAA
CCGTGACTACAAAGGGTGCT
ATGGAGTGAGTCCCGTTCAG
TAGGGCAAAAAGCAAAGAGG
ATCGAAGCAATCTCAATCGG
TTGGAGGCAATTAAAAACGG
GATGGGTATGATGGGTCCTG
TCTTGGGGAGGAGCTAGTGA
GCTGGTGAAGCAACAAACAA
TTTCCCTTGCGAAGACTCAT
TCCGGCTGAAAAATTAAACG
CCTCCCTTATGTATGTGAGCA
GAATCCAAGCAAAAGACCGA
GGAACAAGAAGGCTGGAACA
GCCTTCTCAAGCACGAAAAC
TCACCGCTTTGTGTTACTGC
TCTTGATGATTTCTTGGGGG
AAATTGCTGGGTGTTGTGGT
AACTCTGAAACAGCCTCCGA
TCGGTTATATCCCAACTCGC
GGAACGGTAACGATGTGTTTC
TTTGGCTTTCAAAAATTCAATG
ATCCTCAGCAGCAGAACCAT
TGAACTGAGAGAGAGCTTGAGTTG




Em G4 51951 (5-3) S5 14 5197 51(5-3)

Forward primer Primer sequence (5'-3) Reverse primer Primer sequence (5'-3")
c77761_glF GCTGCAGAAAACAAATTGATAA c77761_glR TATTGAGGCTTCCCCAAAAA
c90394_g1F AGCCACAAAAGCTTTCTCCA €90394_g1R CAGAGAAGCGAAGCGAAACT
c73899_g1F CAGACGCATTGGCTCTCATA €73899_g1R ATCGGGATTTCAGTGTCTGC
c87011_g1F ACGGCTACATCCATGGCTAC c87011_g1R TGGCCTCCGTCTGATCTATT
c9810_g1F AGTGTTTGAAGCCATCGTCC €9810_g1R CACTTTGGGAGCAGGAAGAG
c77651_glF AGATTGATCGGCGAGACACT c77651_g1R TACGTGGCGGATATCTAGGG
c79675_g2F GCTTTGTCTGAAGGAGGGAA €79675_g2R TCCGGTCTCCACCATTTTAG
c47611_g2F ACCAGACGAGCGGAGATAGA c47611_g2F AGTTTCCGGAGATGTGATGC




